Online Resource 1 The Primer sequence of DNA fragment in the promoter region of ITLN1
	Primers
	Base sequence

	Primer F
	5’-TGTGTAGAGGTAAACGACCAAGAATAAC-3’

	Primer R
	5’-CATTGTAATCTAAAGAAAGCAAGATGAAGG-3’




[bookmark: _Hlk138859584]Online Resource 2 In silico analysis for the selected SNPs function annotation
	SNP-ID
	RegulomeDB Score
	HaploReg

	
	
	

	rs77824633
	4
	DNAse, Proteins bound, Motifs changed

	rs79209815
	3a
	DNAse, Motifs changed

	rs112656766
	3a
	DNAse, Motifs changed

	rs12094513
	6
	Motifs changed

	rs12094649
	6
	Motifs changed

	[bookmark: _Hlk107305379]rs6427553
	No Data
	Selected eQTL hits

	rs12094703
	No Data
	Motifs changed

	rs12091185
	6
	Motifs changed

	rs7411035
	No Data
	Motifs changed, Selected eQTL hits

	rs74547401
	6
	Motifs changed

	rs4656958
	5
	DNAse, Motifs changed, Selected eQTL hits

	rs58170012
	No Data
	Motifs changed

	rs111321091
	No Data
	-

	rs80262455
	2b
	Proteins bound, Motifs changed


2b indicates that the variant is likely to affect binding.
3a indicates that the variant is less likely to affect binding.
4, 5 and 6 indicate that the variant has minimal binding evidence
