
scRNA RNA-seq analysis of
senescence charateristics in

TNBC 

Construction of cell
senescence subtype

Construction of risk model
associated with senescence

Bulk RNA-seq analysis
of senescence charateristics

in TNBC

i)Difference in clinical phenotypes of 
subtypes
ii)Differences in subtype mutations
iii)Differences in biological characteristics of
subtypes

i)Independent data set validation
ii)The senescore differs in clinical
phenotypes

Relationship between
senesscore and immnune

characteristics

Senesscore predicts drug
sensitivity

Senesscore is combined with
clinicopathological features to
furthers improve prognostic

models and survival
predictions



  

