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Percent of community abundance on Genus level

=]
0
I

e
oy
l

<
~
l

<
b
l

0.4

0.2 H

B Proteobacteria

[ Desulfobacterota

[l Patescibacteria

B unclassified k__norank _d__Bacteria

[ Chloroflexi

B Spirochaetota

B Acidobacteriota

[ Planctomycetota

| Verrucomicrobiota

[ Gemmatimonadota

[ Synergistota
Cyanobacteria
Myxococcota
Fusobacteriota
GALI15

B Bacteroides
Burkholderia-Caballeronia-Paraburkholderia

B Clostridium sensu_stricto 1

B Oisenelia

[ Lactobacillus

B Ruminococcus torques group

B unciassified  Lachnospiraceae

I Bifidobacterium
unclassified o _Bacteroidales

Anaerosporobacter

B Rikenellaceac RCY gut group
B subdoligranulum
B norank f norank o Clostridia UCG-014
[0 Collinsella
[ Desulfovibrio
[ Streptococcus
-

Romboutsia
Faecalibacterium

Erysipelatoclostridium

Enorma

others



