
Table S3. Motif information of members of gene family
	Motif
	E-value
	sites
	Width
	Sequence

	1
	1.20E-263
	12
	41
	ADAYGPIFTLRLGMHRALVVSNWEIAKECFTTNDRIFASRP

	2
	2.40E-250
	10
	50
	PRESTEDCTIAGYHIPAGTRLIVNIQKJQRDPRVWEDPCEFKPERFLTSH

	3
	1.90E-227
	12
	50
	RDFFELFGVFVPSDSFPFLSWLDLGGYEKAMKKTAKILDEVLDKWLEEHR

	4
	9.50E-216
	10
	50
	QNPZLIPFGSGRRMCPGLSFALQMMHLALANLLHGFEIKRPSKELIDMEE

	5
	1.20E-229
	10
	50
	NNEEALKKAQLELDEQVGRQRQVKESDIKNLVYLQAIVKETLRLYPAGPL

	6
	1.90E-180
	11
	41
	KLVASKLLGYBYAMFGLSPYGPYWRHIRKIAMLELLSNHRL

	7
	1.60E-122
	12
	29
	KVLVEMKKWFGDITLNTIFKMVIGKRFST

	8
	2.70E-100
	12
	21
	PPEPGGAWPVIGHLHLLNASE

	9
	2.90E-94
	11
	35
	LSLVDDDEZLSGYDADTVIKATCLALILGGTDTTT

	10
	8.90E-53
	12
	21
	QLQHIRVSEVQTSIKELYELW



