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Figure 1s. Amplification region for OmpA in pCA24N plasmid
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Figure 2s. pET6XxHN-N with mutant 6 and 12



Purification of plasmid pCA24N with ompA gene.

Figure 3s Plasmid pCA24N purified
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Figure 4s. Lane 1) 1 Kb DNA ladder, Lane 2) 3) and 4) plasmid pCA24N with ompA Lane 5)
amplification with primers EF and 3ER
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Figure 5s. Random fragmentation with DNase I. Lane 1) 1 Kb DNA ladder, 2) Reaction for 2
minutes, 3) Reaction for 30 seconds, 4) Reaction for 60 seconds, 5) Reaction for 90
seconds, 6) Reaction for 5 seconds, 7) reaction for 10 seconds.
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Figure 6s. Reassembly with inner primers 3IR and 3IF. Lane 1) 1 Kb DNA ladder, Lane 2)
Fragments after reassembly.
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Figure 7s. 96-well plates to evaluate ability to modify IFT of each clone. A) Positive controls,
LB medium and supernatant of Pseudomonas aeruginosa, B) Supernatant for clones 1, 2 and
3, C) Supernatant for clones 4, 5 and 6, D) Supernatant for clones 9, 10 and 11, E)
Supernatant for clones 12, 13 and 14, F) Supernatant for clones 15, 16 and 17, G)
Supernatant for clones 18, 19 and 20, H) Supernatant for clones 21, 22 and 23.
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Pairwise Sequence Alignments

Clone 1

#

OmpA325minimd 1
Clon 1
OmpA325minimd 51
Clon 1
OmpA325minimd 101
Clon 1
OmpA325minimd 151
Clon 1
OmpA325minimd 201
Clon 1
OmpA325minimd 251

GCGCCGAAAGATAACACCTGGTATACCGGCGCGAAACTGGGCTGGAGCCA

GCTATCCGATTACCGATGATCTGGATATTTATACCCGCCTGGGCGGCATG

50

100

150



Clon 1 mmm 0
OmpA325minimd 301 GTGTGGCGCGCGGATACCAAAAGCAACGTGTATGGCAAAAACCATGATAC 350
Clon 1 mm e 0
OmpA325minimd 351 CGGCGTGAGCCCGGTGTTTGCGGGCGGCGTGGAATATGCGATTACCCCGG 400
Clon 1 mmm 0
OmpA325minimd 401 AAATTGCGACCCGCCTGGAATATCAGTGGAC--CAACA----ACATTGGC 444
L CCGTOAACTOLAACACCACHATT 34
OmpA325minimd 445 GAT-GCGCATACCATTGGCACCCGCCCGGATAACGGCATGCTGAGCC--T 491
Cron 35 ~ATCGCGC-GRACATT -~~~ CGCCCG————-CCCATIC—-GLCCGT 67
OmpA325minimd 492 GGGCGTGAGCTATCGCTTTGGCCAGGGCGAAGCGGCGCCGGTGGTG-—-— 537
68 CGGCOTG-G0-ATAGCATT——-CHOTGCOAA- - arietearic 103
OmpA325minimd 538 GC-GCCGGCGCCGGCGCCGGCGCCGGAA-GTGCA-GACCAAACATTTTAC 584
Cron 104 CCAGCCAGHGC —-COCATHCGOCTEARCATGEAGEA -~~~ mé 140
OmpA325minimd 585 CCTGAAAAGCGATGTGCTGTTTAACTTTAACAAAGCGACCCTGAAACCGG 634
141 CCTGer e e LN S S — 157
OmpA325minimd 635 AAGGCCAGGCGGCGCTGGATCAGCTGTATAGCCAGCTGAGCAACCTGGAT 684
Cron 158 —-GCCIGOCE ACCTG - GhG-—CCTGMIT 160
OmpA325minimd 685 CCGAAAGATGGCAGCGTGGTGGTGCTGGGCTATACCGATCGCATTGGCAG 734
Clon 181 ééé ——————————————————————————————————————————————— 183
OmpA325minimd 735 CGATGCGTATAACCAGGGCCTGAGCGAACGCCGCGCGCAGAGCGTGGTGG 784
Clon 184 —————mm o 183
OmpA325minimd 785 ATTATCTGATTAGCAAAGGCATTCCGGCGGATAAAATTAGCGCGCGCGGC 834
Clon 184 ——m 183
OmpA325minimd 835 ATGGGCGAAAGCAACCCGGTGACCGGCAACACCTGCGATAACGTGAAACA 884
Clon 184 mmmmm 183
OmpA325minimd 885 GCGCGCGGCGCTGATTGATTGCCTGGCGCCGGATCGCCGCGTGGARAATTG 934
Clon 184 ——m 183
OmpA325minimd 935 AAGTGAAAGGCATTAAAGATGTGGTGACCCAGCCGCAGGCG 975
Clon 184 ————-mm - 183
Clone 5
#
OmpA325minimd 1 GCGCCGAAAGATAACACCTGGTATACCGGCGCGAAACTGGGCTGGAGCCA
Clon 1l -
OmpA325minimd 51 GTATCATGATACCGGCTTTATTAACAACAACGGCCCGACCCATGAAAACC
Clon 1l -
OmpA325minimd 101 AGCTGGGCGCGGGCGCGTTTGGCGGCTATCAGGTGAACCCGTATGTGGGC
Clon 1 -
OmpA325minimd 151 TTTGAAATGGGCTATGATTGGCTGGGCCGCATGCCGTATAAAGGCAGCGT
Clon 1 — e
OmpA325minimd 201 GGAAAACGGCGCGTATAAAGCGCAGGGCGTGCAGCTGACCGCGAAACTGG



Clon l ——— = e
OmpA325minimd 251 GCTATCCGATTACCGATGATCTGGATATTTATACCCGCCTGGGCGGCATG
Clon l ————— =
OmpA325minimd 301 GTGTGGCGCGCGGATACCAAAAGCAACGTGTATGGCAAAAACCATGATAC
Clon l ===
OmpA325minimd 351 CGGCGTGAGCCCGGTGTTTGCGGGCGGCGTGGAATATGCGATTACCCCGG
Clon I - é£$éééé————
OmpA325minimd 401 AAATTGCGACCCGCCTGGAATATCAGTGGACCAACAACATTGGCGATGCG
Cron B AGATTGTGATICECCTG e ACCATTGGC-——CG
OmpA325minimd 451 CATACCATTGGCACCCGCCCGGATAACGGCATGCTGAGCCTGGGCGTGAG
Cron 36 CATRGAATT- - 00—
OmpA325minimd 501 CTATCGCTTTGGCCAGGGCGAAGCGGCGCCGGTGGTGGCGCCGGCGCCGG
Clon P o S
OmpA325minimd 551 CGCCGGCGCCGGAAGTGCAGACCAAAC-ATTTTACCCTGAAAAGCGATGT
Cron . S TAACAACTITACCCAGRACAGCCGMGT
OmpA325minimd 600 GCTGTTTAACTTTAACAAAGCGACCCTGAAACCGGAAGGCCAGGCG-GCG
Cron S — sec---cscecs
OmpA325minimd 649 CTGGATCAGCTGTATAGCCAGCTGAGCAACCTGGATCCGAAAGATGGC-A
Cron R W S secss
OmpA325minimd 698 GCGTGGTGGTGCTGGGCTATACCGATCGCATTGGCAGCGATGCGTAT-AA
Cron TEPS LIo aa s K A reCatTeR
OmpA325minimd 747 CCAGGGCCTGAGCGAACGCCGCGCGCAGAGCGTGGTGGATTAT-CTGATT
Cron TR — o CGOGCGT -~~~ GATTATGATGATT
OmpA325minimd 796 AGCAAAGGCATTCCGGCGGATAAAATTAGCGCGCGCGGCATGGGCGARAG
Cron 167 866 TR
OmpA325minimd 846 CAACCCGGTGACCGGCAACACCTGCGATAACGTGAAACAGCGCGCGGCGC
Clon 196 ———————
OmpA325minimd 896 TGATTGATTGCCTGGCGCCGGATCGCCGCGTGGAAATTGAAGTGARAGGC
Clon 196 ——————— -
OmpA325minimd 946 ATTAAAGATGTGGTGACCCAGCCGCAGGCG 975

Clon 196 ————————————— e 195

Clone 6

#

OmpA325minimd 1 GCGCCGAAAGATAACACCTGGTATACCGGCGCGAAACTGGGCTGGAGCCA
Clon l ===
OmpA325minimd 51 GTATCATGATACCGGCTTTATTAACAACAACGGCCCGACCCATGAAAACC

400

450

35

500

51

550

67

599

98

746

158

795

945

50

100



Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd

Clon

201

251

301

351

400

31

450

49

500

76

548

596

116

646

130

691

169

740

GTGTGGCGCGCGGATACCARAAGCAACGTGTATGGCAARAACCATGATAC
Ll
—————————————————————————————————————————— CAGGRAAC

CGGCG-TGAGCCCGGTGTTTGCGGGCGGCGTGGAATATGCGATTACCCCG

P e I ERERRRENE
C-GCGATGACC—-————====———=————————— AT----GATTACCCCG

GARATTGCGACCCGCCTGGAATATCAGTGGACCAACAACATTGGCGATGC
ol [N
—————————————————————— AGCAGCGAAC---------TGACCCTG-

B NN N
-—=-ACCARAGGCACCAGCCCGG----CGG-~~-~=-= GCCTG----=--=

GCTATCG-CTTTGGCCAGGGCGAAGCGGCGCCGGTGGTG-GCGCCGGCGL

[ T Lt 1l Il
——-AACGAATTTG---——-—=—————=———— CGCTGGTGAGCG--—-- G

CGGCGCCGGCGCCGGAARGTGCAGACCAAACATTT -~ TACCCTGAAAAGCG
I el (R

ATGTGCTGTTTAACT TTAACAAAGCGACCCTGAAACCGGAAGGCCAGGCG
AR I Il

GCGTGCCGT === === === == == ——— == ——mm oo GCC---CG
-GCGCTGGATCAGCTGTATAGCCAGCTGAGCAACCTGGAT -——-CCGARA

FEer el ST [ 1] Frrr..
CGCGC--GAACAGC-—-—- CGCCCGCTGAACA----GCATTCGCCCGATT

GATG-GCAGCGTGGTGGTGCTGGGCTATACCGATCGCATTGGCAGCGATG
[ N [ e O O O O O O N B
G-TGAGCCGCAT-—-—--——=—===——=-— TACCATT--CATTGGC--CGA-G
CGTATAACCAGGGCCTGAGCGAACGCCGCGCGCAGAGCGTGGTGGATTAT
Folall.

CT T T T AT~ ===~ = —m == — oo

CTGATTAGCAAAGGCATTCCGGCGGATAAAATTAGCGCGCGCGGCATGGG

AAAGGCATTAAAGATGTGGTGACCCAGCCGCAGGCG 975

129

690

168

739

197

789

939

204



Clone 7

#
OmpA325minimd 1l ==
Clon 1 TTTCATCAGCAGCAGTGGCCGGATGCGCTGGGCCATGATTGGGCGCTGGT
OmpA325minimd 1l ———— ==
Clon 51 GCTGCTGGTGGTGACCAGCCGCGAATTTCTGTGCGAAATTGTGATGAGCT
OmpA325minimd l -
Clon 101 ATGATTGGCTGGGCCGCATGCCGTATTTTGGCACCGTGGAAAACCAGGTG
OmpA325minimd 1l =
Clon 151 CTGGGCCTGCGCTGCATTCAGAGCAGCGGCCGCAGCACCGATCGCACCGG
OmpA325minimd I -
Clon 201 CCTGCCGAACCATCGCCCGGGCCATCTGCAGATTCGCCCGCCGTGGCATC
OmpA325minimd 1l =
Clon 251 TGTGCGAAATTGTGAAAAGCAACGTGTATGGCAAAAACCATGATACCGGC
OmpA325minimd 1l ———————
Clon 301 GCGAACCGCTATCGCGTGAAACTGCTGCCGATTAACATTGGCGATGCGCA
OmpA325minimd l ————————————————= GCGCCGAAAGATAACACCTGGTATACCGGCG
Clon 351 TACCATTOGCACCGCCCGACEECTAMGATARCACCTGGTATACCGC
OmpA325minimd 32 CGAAACTGGGCTGGAGCCAGTATCATGATACCGGCTTTATTAACAACAAC
Cron 401 COARACTGOGCTGRAGCCAGTAT -~ ARACCEG-— -~ AA
OmpA325minimd 82 GGCCCGACCCATGAAAACCAGCTGGGCGCGGGCGCGTTTGGCGGCTATCA
cron e S — S —
OmpA325minimd 132 GGTGAACCCGTATGTGGGCTTTGAAATGGGCTATGATTGGCTGGGCCGCA
FEEEEEEEE e e e e e et
Clon 446 —————————————= TGGGCTTTGAAATGGGCTATGATTGGCTGGGCCGCA
OmpA325minimd 182 TGCCGTATAAAGGCAGCGTGGAAAACGGCGCGTATAAAGCGCAGGGCGTG
Cron 482 TCCOGTATARAG-—~GOCEGATAACGRE ——AT- -
OmpA325minimd 232 CAGCTGACCGCGAAACTGGGCTATCCGATTACCGATGATCTGGATATTTA
Cron SR 1SR 1 — o -
OmpA325minimd 282 TACCCGCCTGGGCGGCATGGTGTGGCGCGCGGATACCAAAAGCAACGTGT
Cron 532 - -COCRTHOGC -~ CACGGEGAAGC G-~ —~ACCAARAGCAACGTGT
OmpA325minimd 332 ATGGCAAAAACCATGATACCGGCGTGAGCCCGGTGTTTGCGGGCGGCGTG
Frrrrrrrrrrerrrrerrrrrrrr e et e e e e
Clon 569 ATGGCAAAAACCATGATACCGGCGTGAGCCCGGTGTTTGCGGGCGGCGTG
OmpA325minimd 382 GAATATGCGATTACCCCGGAAATTGCGACCCGCCTGGAATATCAGTGGAC
FEEEEEErr e e e e et e e e e e e
Clon 619 GAATATGCGATTACCCCGGAAATTGCGACCCGCCTGGAATATCAGTGGAC
OmpA325minimd 432 CAACAACATTGGCGATGCGCATACCATTGGCACCCGCCCGGATAACGGCA

Clon

R N R R R RN R R R R RN AR AR
CAACAACATTGGCGATGCGCATACCATTGGCACCCGCCCGGATAACGGCA

200

250

481

231

509

281

531



OmpA325minimd 482 TGCTGAGCCTGGGCGTGAGCTATCGCTTTGGCCAGGGCGAAGCGGCGCCG
CEEEETEr et e e e e e e e e e e e e e e
Clon 719 TGCTGAGCCTGGGCGTGAGCTATCGCTTTGGCCAGGGCGAAGCGGCGCCG
OmpA325minimd 532 GTGGTGGCGCCGGCGCCGGCGCCGGCGCCGGAAGTGCAGACCAAACATTT
FEEEEEEr et e e e e e e e e e e e e e e
Clon 769 GTGGTGGCGCCGGCGCCGGCGCCGGCGCCGGAAGTGCAGACCAAACATTT
OmpA325minimd 582 TACCCTGAAAAGCGATGTGCTGTTTAACTTTAACAAAGCGACCCTGAAAC
FEEEEEEr et e e e e e e e e e e e e e e
Clon 819 TACCCTGAAAAGCGATGTGCTGTTTAACTTTAACAAAGCGACCCTGAAAC
OmpA325minimd 632 CGGAAGGCCAGGCGGCGCTGGATCAGCTGTATAGCCAGCTGAGCAACCTG
Clon S —
OmpA325minimd 682 GATCCGAAAGATGGCAGCGTGGTGGTGCTGGGCTATACCGATCGCATTGG
Clon 889 ---------—-——
OmpA325minimd 732 CAGCGATGCGTATAACCAGGGCCTGAGCGAACGCCGCGCGCAGAGCGTGG
Clon 889 ---——-----—-——
OmpA325minimd 782 TGGATTATCTGATTAGCAAAGGCATTCCGGCGGATAAAATTAGCGCGCGC
Clon 889 ----—-----—-—
OmpA325minimd 832 GGCATGGGCGAAAGCAACCCGGTGACCGGCAACACCTGCGATAACGTGAA
Clon 889 --—-------—-——
OmpA325minimd 882 ACAGCGCGCGGCGCTGATTGATTGCCTGGCGCCGGATCGCCGCGTGGARA
Clon 889 --—-------—-——
OmpA325minimd 932 TTGAAGTGAAAGGCATTAAAGATGTGGTGACCCAGCCGCAGGCG 975
Clon 889 ——————mmm oo 888
Clone 12
#
OmpA325minimd 1 GCGCCGAAAGATAACACCTGGTATACCGGCGCGAAACTGGGCTGGAGCCA
Clon l -
OmpA325minimd 51 GTATCATGATACCGGCTTTATTAACAACAACGGCCCGACCCATGAAAACC
Clon l -
OmpA325minimd 101 AGCTGGGCGCGGGCGCGTTTGGCGGCTATCAGGTGAACCCGTATGTGGGC
Clon 1 -
OmpA325minimd 151 TTTGAAATGGGCTATGATTGGCTGGGCCGCATGCCGTATAAAGGCAGCGT
Clon l -
OmpA325minimd 201 GGAAAACGGCGCGTATAAAGCGCAGGGCGTGCAGCTGACCGCGAAACTGG
o — CTe---GieRRACELE

50

100

150

200

250

13



OmpA325minimd 251 GCTATCCGATTACCGATGATCTGGATATTTATAC-CCGCCTGGGCGGCAT
Cron PRI CCGATGAACTO A~~~ ACACCACG—————~CAT
OmpA325minimd 300 GGTGTGGCGCGCGGATACCAAAAGCAACGTGTATGGCAAAAACCATGATA
Cron PR 3 S— ST N S
OmpA325minimd 350 CCG-GCGTGAGCCCGGTGTTTGCGGGCGGCGTGGAATATGCGATTACCCC
clon 56 CCGOGCATRIBECC-GTG- - SGCGTGGCATA-GC-ATT-——Ch
OmpA325minimd 399 G---GAAATTGCGACCCGCCTGGAATATCAGTGGACCAACAACATTGGCG
95 GTOCGRARTTGTGATHCG CAG—-CCA-- - -GGaC-
OmpA325minimd 446 ATGCGCATAC-CATTGGCACCCGCCCGGATAACGGCATGCTGAGCCTGGG
Clon 121 - CGOATICOCCT~GAACCTG-CAGGAT - AGeCTGGG
OmpA325minimd 495 CGTGAGCTATCGCTT-TG-GCCAGGGCGAAGCGGCGCCGGTGGTGGCGCC
clon 155 CCTGA—— - FTCTGAGCC-7GGCGA- - séracacec
OmpA325minimd 543 GGC-GCCGGCGCCGGCGCCGGAAGTGCAGACCAAACATTTTACCCTGAAA
N
OmpA325minimd 592 AGCGATGTGCTGTTTAACTTTAACAAAGCGACCCTGAAACCGGAAGGCCA
Clon 190 —===——— =
OmpA325minimd 642 GGCGGCGCTGGATCAGCTGTATAGCCAGCTGAGCAACCTGGATCCGAAAG
Clon 190 ————— =
OmpA325minimd 692 ATGGCAGCGTGGTGGTGCTGGGCTATACCGATCGCATTGGCAGCGATGCG
Clon 190 —==—————— -
OmpA325minimd 742 TATAACCAGGGCCTGAGCGAACGCCGCGCGCAGAGCGTGGTGGATTATCT
Clon 190 —=—=———— -
OmpA325minimd 792 GATTAGCAAAGGCATTCCGGCGGATAAAATTAGCGCGCGCGGCATGGGCG
Clon 190 —===————— =
OmpA325minimd 842 AAAGCAACCCGGTGACCGGCAACACCTGCGATAACGTGAAACAGCGCGCG
Clon 190 —===————— -
OmpA325minimd 892 GCGCTGATTGATTGCCTGGCGCCGGATCGCCGCGTGGAAATTGAAGTGAA
Clon 190 === ===
OmpA325minimd 942 AGGCATTAAAGATGTGGTGACCCAGCCGCAGGCG 975

Clon 190 ——————————m 189

Clone 13

#

OmpA325minimd 1 GCGCCGAAAGATAACACCTGGTATACCGGCGCGAAACTGGGCTGGAGCCA
Clon 1l —— ===
OmpA325minimd 51 GTATCATGATACCGGCTTTATTAACAACAACGGCCCGACCCATGAAAACC
Clon l ==

299

39

57

398

92

791

50

100



OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon
OmpA325minimd
Clon

OmpA325minimd

101

151

201

251

301

51

431

96

470

140

187

711

187

187

811

187

187

911

187

AGCTGGGCGCGGGCGCGTTTGGCGGCTATCAGGTGAACCCGTATGTGGGC

GTGTGGCGCGCGGATACCAAAAGCAACGTGTATGGCAAAAACCA-———— T

RN Ll Il I
———————————————————————— AACG---ATGG------CCAGATTGT

GATACCGGCGTGAGCCCGGTGTTTGCGGGCGGCGTGGAATATGCGATTAC
[ T T P N O B FEEet et Ll

GATTC--GCCTGA--CCATT------- GGCCGCATTGAAT-----~ TTAG
C--CCG-GAAATTGCG--—-—-—-—--— ACCCGCCTGGAATATCAGTGGA
e e Il FEETEEE e

CGGCCGCGAATTTGCGCTGGGCCATGGCAC--~CCTGGARATTCAGTG-~

CCAACAACATTGGCGATGCGCATAC--—--—-— CATTGGC----ACCCGCC

(S I I O O I O EERERE (|
—--—-CGAAATT-GTGATTCGCAGCCAGGGCCGCATTCGCCTGAACCTG-C
CGGATAAC---GGC---ATGCTGAGCCTGG---GCGTGAGCTATCGCTTT

ERRRE 1 RN RN [Tl RNy
AGGATAGCCTGGGCCTGATTCTGAGCCTGGCGAGCTGGAGC-~~CTGTTT

GGCCAGGGCGAAGCGGCGCCGGTGGTGGCGCCGGCGCCGGLCGCLCGGLGLL

ACCCAGCCGCAGGCG 975

17

395

50



GCGCCGAAAGATAACACCTGGTATACCGGCGCGAAACTGGGCTGGAGCCA

CGGCG-TGAGCCCGGTGTTTGCGGGCGGCGTGGAATATGCGATTACCCCG

[ Il (ARRREREEE
C-GCGATGACC-=========—=——————————— AT----GATTACCCCG

GAAATTGCGACCCGCCTGGAATATCAGTGGACCAACAACATTGGCGATGC

[l el [
—————————————————————— AGCAGCGAAC---------TGACCCTG-

GCATACCATTGGCACCCGCCCGGATAACGGCATGCTGAGCCTGGGCGTGA

FEEEe Tt I
—----ACCAAAGGCACCAGCCCGG----CGG-——-——-——— GCCTG-—------

GCTATCG-CTTTGGCCAGGGCGAAGCGGCGCCGGTGGTG-GCGCCGGCGC

FEerrrrr 1 I
——-AACGAATTTG---——-—————=—=--—= CGCTGGTGAGCG--——- ele

CGGCGCCGGCGCCGGAAGTGCAGACCAAACATTT--TACCCTGAAAAGCG
[ LEE e Il

ATGTGCTGTTTAACTTTAACAAAGCGACCCTGAAACCGGAAGGCCAGGCG

N
———————— TTTA--TT----——-—-——-—------CAGGAATGCCATGCG

--GCGCTGGATCAGCTGTATAGCCAGCTGAGCAACCTGGATCCGAA--—-A

LI I
CAGGGCCGCATTCGCGG-============—==———————- CCGCATTCA

GATGGCAGCGTGGTGGTGCTGGGCTATACCG--~ATCGCATTGGCAGCGA
FEEEEETEE e b P r R
GTTTGC-GC-TGGTGGTGCTGCAGT TTACCGGCCGCCGCTTT—-~-—~—=

TGCGTATAACCAGGGCCTGAGCGAACGCCGCGCGCAGAGCGTGGTGGATT

Clon 187 ——————————_____ 186
Clone 16
#
OmpA325minimd 1
Clon 1
OmpA325minimd 51
Clon 1
OmpA325minimd 101
Clon 1
OmpA325minimd 151
Clon 1
OmpA325minimd 201
Clon 1
OmpA325minimd 251
Clon 1
OmpA325minimd 301
Clon 1
OmpA325minimd 351
Clon 6 e
OmpA325minimd 400
Clon 28
OmpA325minimd 450
Clon 46
OmpA325minimd 500
[N
Clon 73
OmpA325minimd 548
Clon 97
OmpA325minimd 596
FEEE 1l
Clon 112
OmpA325minimd 646
Lol lelat el
Clon 133
OmpA325minimd 691
Lol Tl
Clon 159
OmpA325minimd 738

499

72

690

158

737

787



Clon 199 - === ——m
OmpA325minimd 788 ATCTGATTAGCAAAGGCATTCCGGCGGATAAAATTAGCGCGCGCGGCATG
Clon 199 - -
OmpA325minimd 838 GGCGAAAGCAACCCGGTGACCGGCAACACCTGCGATAACGTGAAACAGCG
Clon 199 - -
OmpA325minimd 888 CGCGGCGCTGATTGATTGCCTGGCGCCGGATCGCCGCGTGGAAATTGAAG
Clon 199 - -
OmpA325minimd 938 TGAAAGGCATTAAAGATGTGGTGACCCAGCCGCAGGCG 975

Clon 199 ——=----mmm 198

Clone 21

#

OmpA325minimd 1 GCGCCGAAAGATAACACCTGGTATACCGGCGCGAAACTGGGCTGGAGCCA
Clon 1l - e
OmpA325minimd 51 GTATCATGATACCGGCTTTATTAACAACAACGGCCCGACCCATGAAAACC
Clon 1 —
OmpA325minimd 101 AGCTGGGCGCGGGCGCGTTTGGCGGCTATCAGGTGAACCCGTATGTGGGC
Clon 1 —
OmpA325minimd 151 TTTGAAATGGGCTATGATTGGCTGGGCCGCATGCCGTATAAAGGCAGCGT
Clon 1 —m
OmpA325minimd 201 GGAAAACGGCGCGTATAAAGCGCAGGGCGTGCAGCTGACCGCGAAACTGG
Clon 1 —m
OmpA325minimd 251 GCTATCCGATTACCGATGATCTGGATATTTATACCCGCCTGGGCGGCATG
Clon 1l ——m
OmpA325minimd 301 GTGTGGCGCGCGGATACCAAAAGCAACGTGTATGGCAAAAACCATGATAC
Clon 1l -
OmpA325minimd 351 CGGCGTGAGCCCGGTGTTTGCGGGCGGCGTGGAATATGCGATTACCCCGG
Clon 1l - =
OmpA325minimd 401 AAATTGCGACCCGCCTGGAATATCAGTGGACCAACAACATTGGCGATGCG
Clon 1l ———
OmpA325minimd 451 CATACCATTGGCACCCGCCCGGATAACGGCATGCTGAGCCTGGGCGTGAG
Clon 1 -
OmpA325minimd 501 CTATCGCTTTGGCCAGGGCGAAGCGGCG-CCGGTGGTGGCGCCGGCGLLE
Clon O — N SU -
OmpA325minimd 550 GCGCCGGCGCCGGAAGTGC-AGACCAAACATTTTACCCTGAAAAGCGATG
PR— SAACTECAACACCACECATTAT R - - -G08~
OmpA325minimd 599 TGCTGTTTAACTTTAACAAAGCGACCCTGAAACCGGAAGGCCAGGCGGCG
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Clon 43 ———————- AACATT--—---- CGCCC-—=——————————m—————— GCG
OmpA325minimd 649 CTGGATCAGCTGTATAGCCAGCTGAGCAACCTGGATCCGAAAGATGGCAG
S E— RO LSS B Enticen
OmpA325minimd 699 CGIGGTGGTGCTGGGCTATACCGATCGCATTGGCAGCGATGCGTATAACC
Clon B4 COTGARACTGETGAGE - ccacataa-
OmpA325minimd 749 AGGGCCTGAGCGAA-—-—-—--—--— CGCCGCGCGCAGAGCGTGGTGGATTAT
Clon 108 A~ GCGAATTIGTGACCTGOCRCAC- CAGCACET -
OmpA325minimd 790 CTGATTAGCAAAGGCATTCCGGCGGATAAAATTAGCGCGCGCGGCATGGG
cron 140~ TTAGCGRAGGCTTT- - ccataae -
OmpA325minimd 840 CGAAAGCAACCCGGTGACCGGCAACACCTGCGATAACGTGAAACAGCGCG
161 - GCRACC— - ATGGCEATAGCTGCTTT Crocac-
OmpA325minimd 890 CGGCGCTGATTGATTGCCTGGCGCCGGATCGCCGCGTGGAAATTGAAGTG
Clon 190 -
OmpA325minimd 940 AAAGGCATTAAAGATGTGGTGACCCAGCCGCAGGCG 975

Clon 190 —————-——m e 189

Clone 23

#

OmpA325minimd 1 GCGCCGAAAGATAACACCTGGTATACCGGCGCGAAACTGGGCTGGAGCCA
Clon 1l —— ==
OmpA325minimd 51 GTATCATGATACCGGCTTTATTAACAACAACGGCCCGACCCATGAAAACC
Clon 1l ———
OmpA325minimd 101 AGCTGGGCGCGGGCGCGTTTGGCGGCTATCAGGTGAACCCGTATGTGGGC
Clon 1l -
OmpA325minimd 151 TTTGAAATGGGCTATGATTGGCTGGGCCGCATGCCGTATAAAGGCAGCGT
Clon 1 -
OmpA325minimd 201 GGAAAACGGCGCGTATAAAGCGCAGGGCGTGCAGCTGACCGCGAAACTGG
Clon 1l -
OmpA325minimd 251 GCTATCCGATTACCGATGATCTGGATATTTATACCCGCCTGGGCGGCATG
Clon 1 -
OmpA325minimd 301 GTGTGGCGCGCGGATACCAAAAGCAACGTGTATGGCAAAAACCATGATAC
Clon 1l -
OmpA325minimd 351 CGGCGTGAGCCCGGTGTTTGCGGGCGGCGTGGAATATGCGATTACCCCGG
Clon l - ===
OmpA325minimd 401 AAATTGCGACCCGCCTGGAATATCAGTGGACCAACAACATTGGCGATGCG
Clon l] -~ -
OmpA325minimd 451 CATACCATTGGCACCCGCCCGGATAACGGCATGCTGAGCCTGGGCGTGAG
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Clon
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34

798

63
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135

944

164

GGATCAGCTGTATAGCCAGCTGAGCAACCTGGATCCGAAAGATGGCAGCG
1] RN

TGGTGGTGCTGGGCTATACCGATCGCATTGGCAGCGATGCGTATAACCAG

(et [ R RN
---TGCCGCTGCGC-——=————————————— CAG--—--GCGCAGAACCCG

GGCCTGAGCGAACGCCGCGCGCAGAGCGTGGTGGATTATCT---GATTAG

S [l ERN |l lole.
AGCCTGA---AAGGCC-——————————— TGGTG-————- CTGCAGGTGAC

CAAAGGCATTCCGGCGGATAAAA---TTAGCGCGCGCGGCATGGGCGAAA

N N I R RN [ Il I
CAACAGCCCGCTGGCGGATAACAACTTTACC-—=—~~~~ CA----- GAA-

GCAACCCGGTGACCG-GCAACACCTGCGATAACGTGAAACAGCGCGCGGC

N RN N FEaT 1 Ll Trrrrr e o
-CAGCCGCGTG-CCGTG——--—-- CCCGCG----CGCG-AACAGC-CGC-CC

GCTGATTGATTGCCTGGCGCCGGATCGCCGCGTGGAAATTGAAGTGAAAG
LT [0 LD T 11 (R R

GCTGA---ACAGCAT-----—--- TCGCC-CG----~— ATT---GTGAGCC
GCATTAAAGATGTGGTGACCCA-—-~-—-~ GCCGCAGGCG-~ 975
FEETT ] FEEE o1
GCATTA-—=———=—===—= CCATTCATTGGCCG--AGCTTT 189
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