AtADH1

Primer pair 1

Sequence (5'->3) Length
Forward primer TATTCGATGCAAAGCTGCTGTG 22
Reverse primer CGAACTTCGTGTTTCTGCGET 21

Products on target templates
=NM_106362.3 Arabidopsis thaliana alcohol dehydrogenase 1 (ADH1), mRNA

product length = 93
Forward primer 1 TATTCGATGCAAAGCTGCTGTG 22
Template 3 296

Reverse primer 1 CGAACTTCGTGTTTCTGLGGT 21
Template 367 i i isscsssrssscesss 347

Tm
59.90
61.72

GC%
45.45
52.38

Self complementarity
7.00
7.00

Self 3' complementarity
7.00
0.00



AtHRE?2

Primer pair 1

Sequence (5'->3) Length Tm GC% Self complementarity Self 3' complementarity
Forward primer GAAGCGTAAACCCGTCTCAGT 21 60.34 52.38 4.00 1.00
Reverse primer TTTGCTCGGGCACGAATCT 19 60.00 52.63 6.00 1.00

Products on target templates
>NM_130320.4 Arabidopsis thaliana Integrase-type DNA-binding superfamily protein (ERF71), mRMA

product length = 123
Forward primer 1 GAAGCGTAAACCCGTCTCAGT 21
Template = = 319

Reverse primer 1 TTTGLTCGGG-CACGAATCT 19
Template 422 e ieea. | [ 483

product length = 123
Forward primer 1 GAAGCGTAAACCCGTCTCAGT 21
Template 299 L iiiccsssssssssssssas 319

Reverse primer 1 TTTGCTCOGGG - CACGAATCT 19
Template 422 i iiinaaa Tivaonsana 483



AtLBD16

Primer pair 1

Sequence (5'->3) Length
Forward primer TCAAACCGGAGGAGGAGTAT 20
Reverse primer AGCCTGAAGCTCACCTAAATC 21

Products on target templates
=NM_129804.4 Arabidopsis thaliana lateral organ boundaries-domain 16 (LED16), mRNA

product length = 112
Forward primer 1 TCAMCCGGAGGAGGAGTAT 20
Template 15 i iiiieeeciaaaaa 934

Reverse primer 1 AGCCTGAAGCTCACCTAMATC 21
Template 1026 . iveinssccasssnsnsanns 1006

Tm
57.46
57.73

GC%
50.00
47.62

Self complementarity
4.00
5.00

Self 3' complementarity
2.00
0.00



AtLBD18

Primer pair 1

Sequence (5'->3") Length Tm GC% Self complementarity Self 3' complementarity
Forward primer GAAGTGTGTGCCGGGATGTA 20 60.04 55.00 4.00 2.00
Reverse primer CGTTACTGGCTCCGAACACT 20 60.04 55.00 3.00 1.00

Products on target templates
=MNM_180105.2 Arabidopsis thaliana LOB domain-containing protein 18 (LBD18), mRMNA

product length = 98
Forward primer 1 GAAGTGTGTGCCGGGATGTA 20
Template 1 o 418

Reverse primer 1 CGTTACTGGLTCCGAACACT 2@
Template 488 L. iiiiiciaaeeccaaaas 469



AtPIN1

Primer pair 1

Sequence (5-=3) Length
Forward primer ACAAAACGACGCAGGCTAAG 20
Reverse primer AGCTGGCATTTCAATGTTCC 20

Products on target templates
>NM_106017 4 Arabidopsis thaliana Auxin efflux carrier family protein (PINT), mRMA

product length = 164

Forward primer 1 ACAAAACGACGCAGGCTAAG 28
Template 1439 L e iceranaaan 1458
Reverse primer 1 AGCTGGCATTTCAATGTTCC 28

Template 1682 .. i iiiiiiciinaccaa 1583

Tm
59.13
56.96

GC%
50.00
45.00

Self complementarity
3.00
6.00

Self 3' complementarity
3.00
1.00



AtRAP2.2

Primer pair 1

Sequence (5'->3) Length Tm
Forward primer CATGGAAGAGAAGCCTCAGATG 22 58.53
Reverse primer GCCCTGATCGGAACTGAAATA 21 57.81

Products on target templates
>MNM_180251.3 Arabidopsis thaliana uncharacterized protein (RAP2.2), mRNA,

product length = 183
Forward primer 1 CATGGAAGAGAAGCCTCAGATG 22
Template L 1033

Reverse primer 1 GCCCTGATCGGAACTGAAATA 21
Template 1114 ......... . - 1=

>MNM_180252.1 Arabidopsis thaliana uncharacterized protein (RAP2.2), mRNA

product length = 183
Forward primer 1 CATGGAAGAGAAGCCTCAGATG 22
Template 2 868

Reverse primer 1 GCCCTGATCGGAACTGAAATA 21
Template L L 929

>MNM_112281.2 Arabidopsis thaliana uncharacterized protein (RAP2.2), mRNA

product length = 183
Forward primer 1 CATGGAAGAGAAGCCTCAGATG 22
Template B6Z ......-0.0-. sscessscass.- BBI

Reverse primer 1 GCCCTGATCGGAACTGAAATA 21
Template 2 944

GC%
50.00
47.62

Self complementarity
4,00
4,00



AtRAP2.12

Primer pair 1

Sequence (5'->3) Length Tm GC% Self complementarity Self 3' complementarity
Forward primer TGCTGGATGTAATGGGTATCAG 22 57.64 45.45 3.00 1.00
Reverse primer CAGAAGAGATGTCGGGAGTTATC 23 58.13 47.83 4.00 2.00

Products on target templates
>NM_001036108.3 Arabidopsis thaliana uncharacterized protein (RAP2.12), mRNA

product length = 113
Forward primer 1 TGCTGGATGTAATGGGTATCAG 22
Template BEGY  imriaomsatosmcinmzm xnte osanmim ottiow 907

Reverse primer 1 CAGAAGAGATGTCGGGAGTTATC 23
Template GIB: i ves e e s e s 976

>NM_104269.4 Arabidopsis thaliana related to AP2 12 (RAP2.12), mRNA

product length = 113
Forward primer 1 TGCTGGATGTAATGGGTATCAG 22
Template s e & b S e A e e R A s 1163

Reverse primer 1 CAGAAGAGATGTCGGGAGTTATC 23
Template AISA::  cosiewmn i mi e e i 1232

>NM_001084249.1 Arabidopsis thaliana uncharacterized protein (RAP2.12), mRNA

product length = 113
Forward primer 1 TGCTGGATGTAATGGGTATCAG 22
Template B6B' .vvoemisiniciniaien aninseeammse 889

Reverse primer 1 CAGAAGAGATGTCGGGAGTTATC 23
Template 980" il SRS RRE 958



AtTUB

Primer pair 1

Seguence (1207 Lengih T =1 Self complemerayeiny Self T complemenapety
[Farwind promsr GETTGE k- L1 ] 5455 F) 0.0
Reverse primar TAGCATCLOTGCITTAGETE = eael Lo m 100
Procucts on targe templates.

whb V25845 4 Arabedoges thaiana tubuin bees chen § (TUBS) miNL

product length « 129
Forward priser 1 GATTGGTTTTGETCCTCTCALE 22
Template 18as sensnnnsnnens DS

Reverie priser 1 TAGCGTCOGTRLCTTOOEN. 29
Template S C T ITTRTT T : 1

w00 4 krabealegtes rabard Tubiin brun chiee 3 TURD mANS

product length = 129
Forward priser 1 GETTGETTTTECTCCTCTCMG 12
Template W ibcssssnssnnssnes DG

Beverse priser 1 TAGLGTCOGTGECTTGRETE 29
Template L PP TTTITTIT T ]

whW_ YV 2H50H 3 krablegies ke bl b T chien (TUBT), mAsid

product length = 129
Forward priser 1  GGTTGGTTTTGITCCTCTCALE 12
Template 6 .64 . W7

Beverie prissr 1 TAGIGTCOGTGICTTGOGTE 2@
Template Wi kT 10DS

MV I6220 3 Arabdegas trabara tubiubn bea 1 chie (TURY), mAsiA

product length = 129
Forwird prisse 1 GETTGLTTTTGLTCCTCTOME 22

Template W22 e T D

Reverse prissr | TAGLGTCOGTCLCTTOLETE 28
Template 0 kG604 TN

whM_VITRSE 3 Anabsdegas thabara tubiubn bea-§ chin (TURE), mAsiA

product length = 129
Forward priser 1 GGTTGGTTTTGITCCTCTCME 12
Template L, QN Y AR T un

Reverie priser | TAGCGTCOGTGLCTTOOGTC 28
Template (7 TR R N B e ¢ ]



AtUBQ

Primer pair 1

Sequence (5->3") Length Tm GC%
Forward primer GGCCTTGTATAATCCCTGATGAATAAG 27 59.66 40.74
Reverse primer AAAGAGATAACAGGAACGGAAACATAGT 28 60.74 35.71

Products on target templates
>NM_001084884.5 Ar thaliana pol sitin 10 (UBQ10), mRNA

product length = 61

Forward primer 1 GGCCTTGTATAATCCCTGATGAATAAG 27
Template x 7 L = SRR SRR ROA SR - | . .
Reverse primer 1 AAAGAGATAACAGGAACGGAAACATAGT 28
Template 1553 t.cccccccccccncccccscccsccnns 1526

>NM_001340546.1 Arabidopsis thaliana polyubiquitin 10 (UBQ10), mRNA

product length = 61

Forward primer 1 GGCCTTGTATAATCCCTGATGAATAAG 27
Template 619 e o i e e 645
Reverse primer 1 AAAGAGATAACAGGAACGGAAACATAGT 28
Template BT e enuems e eyegs csoereis sreps e spvameares D2

>NM_001340547.1 Arabidopsis thaliana polyubiquitin 10 (UBQ10), mRNA

product length = 61

Forward primer 1 GGCCTTGTATAATCCCTGATGAATAAG 27
Template JO58 iskieicssnanssesheEeiesesess ABBA
Reverse primer 1 AAAGAGATAACAGGAACGGAAACATAGT 28
Template b b e R T e T et 1091

>NM_178968.5 Arabidopsis thaliana polyubiquitin 10 (UBQ10), mRNA

product length = 61

Forward primer 1 GGCCTTGTATAATCCCTGATGAATAAG 27
Template 1728 ussevssssavsvesssTsassssses dAI50
Reverse primer 1 AAAGAGATAACAGGAACGGAAACATAGT 28
Template AFBA | wavavaverarare alate eiors erareisie s el el eiae 1757

>NM_116771.5 Arabidopsis thaliana polyubiquitin 10 (UBQ10), mRNA

product length = 61

Forward primer 1 GGCCTTGTATAATCCCTGATGAATAAG 27
Template FAOT | o ciermiminieinieisiniaisie oiesaioieieieieminintoie: | DD
Reverse primer 1 AAAGAGATAACAGGAACGGAAACATAGT 28
Template ABOT  oonieimve i imimimin miwimie i i i e 1336

>NM_202787.4 Arabidopsis thaliana polyubiquitin 10 (UBQ10), mRNA

product length = 61

Forward primer 1 GGCCTTGTATAATCCCTGATGAATAAG 27
Template i 2 7 s S R S S SR 1101
Reverse primer 1 AAAGAGATAACAGGAACGGAAACATAGT 28
Template EEBE!  wmevsisinisss sxe sswiwin/mimimystiniaiasniasounisniais 1108

>NM_178970.5 Arabidopsis thaliana polyubiquitin 10 (UBQ10), mRNA

product length = 61

Forward primer 1 GGCCTTGTATAATCCCTGATGAATAAG 27
Template P96 srEsEsTssssEEsEEeEbaETe s 1522
Reverse primer 1 AAAGAGATAACAGGAACGGAAACATAGT 28

Template 1556 .cecccsccccscccncsnnsnns eseses 1529

Self complementarity
5.00
2.00

Self 3' complementarity
5.00
2.00



