
 

3/124 catalytic, acting on RNA

1/19 ligase, forming carbon−oxygen bonds

2/30 catalytic, acting on a tRNA

16/327 RNA binding

21/204 peptidase

15/131 endopeptidase
9/41 serine−type peptidase

2/46 oxidoreductase, acting on paired donors, with incorporation or reduction of molecular oxygen

3/137 nucleoside−triphosphatase regulator

2/69 GTPase activator

4/64 protein heterodimerization

4/134 protein serine/threonine kinase

9/294 cytoskeletal protein binding
3/139 actin binding

0/54 actin filament binding

3/96 tubulin binding

3/67 cell adhesion molecule binding

0/19 cadherin binding

3/15 extracellular matrix structural constituent

9/241 structural molecule

1/24 structural constituent of muscle

0/42 microtubule motor

3/67 motor

2/29 chaperone binding

0/55 unfolded protein binding

4/33 organic cation transmembrane transporter

11/187 cation transmembrane transporter

3/16 carnitine transmembrane transporter

3/12 toxin transmembrane transporter

2/16 cation:cation antiporter

3/31 modified amino acid transmembrane transporter

1/21 L−amino acid transmembrane transporter

5/49 amino acid transmembrane transporter

13/236 inorganic molecular entity transmembrane transporter

1/15 potassium channel

6/97 channel

3/61 gated channel

2/38 ligand−gated channel

6/109 metal ion transmembrane transporter

G - AB ABC BP

H - AB ABC MF

p < 0.001
p < 0.01
p < 0.05

13/351 plasma membrane region
2/167 cell leading edge
3/127 adherens junction
4/203 anchoring junction
13/452 cell junction
0/19 intercalated disc
13/454 neuron projection
7/225 axon
1/25 main axon
5/181 dendrite
3/7 cell body fiber
1/14 potassium channel complex
19/337 intrinsic component of plasma membrane
12/381 obsolete cell projection part
1/46 plasma membrane bounded cell projection cytoplasm
4/157 cilium
4/159 actin cytoskeleton
1/33 actomyosin
2/156 cell cortex
4/157 spindle
1/59 spindle pole
3/234 microtubule organizing center
3/49 spindle microtubule
5/105 microtubule
9/261 supramolecular polymer
5/145 polymeric cytoskeletal fiber
10/98 extracellular matrix
2/7 collagen trimer
4/32 obsolete extracellular matrix component
3/27 collagen−containing extracellular matrix
1/5 alveolar lamellar body
1/7 lamellar body
3/82 late endosome
1/90 vacuolar membrane
8/205 vacuole
0/11 vacuolar proton−transporting V−type ATPase complex
2/123 obsolete vacuolar part
4/58 melanosome
0/57 inner mitochondrial membrane protein complex
12/334 membrane protein complex
1/35 mitochondrial respirasome
15/248 mitochondrial envelope
23/388 envelope
2/81 obsolete mitochondrial membrane part
9/162 mitochondrial matrix
1/17 mitochondrial large ribosomal subunit
18/349 obsolete mitochondrial part
3/116 mitochondrial protein−containing complex
1/8 RNAi effector complex
6/37 P−body
4/134 precatalytic spliceosome
5/154 spliceosomal complex
10/322 ribonucleoprotein complex
2/47 peptidase complex
2/12 proteasome core complex
0/14 proteasome accessory complex
2/33 endopeptidase complex
7/265 intracellular protein−containing complex

I - AB ABC CC

12/171 compound eye development
2/62 morphogenesis of a polarized epithelium
21/294 cell fate commitment
9/126 skin development
5/62 cell migration involved in gastrulation
9/190 gastrulation
32/446 embryonic morphogenesis
0/72 formation of primary germ layer
2/89 mesoderm development
6/99 determination of bilateral symmetry
28/410 pattern specification process
15/226 embryonic organ development
12/155 embryonic organ morphogenesis
6/70 skeletal system morphogenesis
3/59 ear morphogenesis
35/431 sensory organ development
5/99 ear development
19/269 sensory organ morphogenesis
1/84 photoreceptor cell development
0/18 epiboly
1/29 morphogenesis of an epithelial sheet
6/172 regulation of cytoskeleton organization
6/119 regulation of actin filament−based process
1/5 glial cell proliferation
17/243 regulation of neurogenesis
3/62 regulation of dendrite development
26/365 regulation of cell development
34/370 regulation of anatomical structure morphogenesis
5/119 regulation of cell morphogenesis involved in differentiation
10/210 regulation of cell morphogenesis
3/66 regulation of axonogenesis
11/168 regulation of cell projection organization
3/35 positive regulation of neuron projection development
6/85 positive regulation of cell projection organization
15/276 positive regulation of cellular component organization
10/153 regulation of cellular component size
7/97 regulation of cell size
18/232 regulation of anatomical structure size
3/41 regulation of extent of cell growth
15/168 regulation of cell growth
16/206 positive regulation of cell differentiation
7/48 cell−cell adhesion via plasma−membrane adhesion molecules
21/257 biological adhesion
3/16 heterophilic cell−cell adhesion via plasma membrane cell adhesion molecules
11/86 cell−cell adhesion
3/15 cell adhesion mediated by integrin
8/36 homotypic cell−cell adhesion
25/352 axon development
2/17 dorsal/ventral axon guidance
10/39 retinal ganglion cell axon guidance
25/352 taxis
17/253 neuron projection guidance
5/50 developmental cell growth
9/88 cell growth
7/83 developmental growth involved in morphogenesis
34/395 negative regulation of developmental process
15/221 negative regulation of cell differentiation
10/48 canonical Wnt signaling pathway
13/93 cell surface receptor signaling pathway involved in cell−cell signaling
14/91 response to transforming growth factor beta
20/226 response to growth factor
22/309 cellular response to endogenous stimulus
11/95 transmembrane receptor protein serine/threonine kinase signaling pathway
29/331 enzyme linked receptor protein signaling pathway
8/67 transforming growth factor beta receptor signaling pathway
5/40 peptidyl−tyrosine dephosphorylation
5/19 transmembrane receptor protein tyrosine phosphatase signaling pathway
40/382 negative regulation of multicellular organismal process
7/51 negative regulation of epithelial cell proliferation
5/16 negative regulation of endothelial cell proliferation
8/43 regulation of endothelial cell proliferation
10/97 regulation of epithelial cell proliferation
59/570 positive regulation of multicellular organismal process
5/19 regulation of keratinocyte proliferation
18/86 regulation of vasculature development
10/33 negative regulation of angiogenesis
4/34 adherens junction assembly
4/48 adherens junction organization
6/94 cell−cell junction organization
13/135 cell junction assembly
7/36 cell−substrate junction organization
16/206 cell junction organization
4/20 focal adhesion assembly
4/18 protein localization to cell surface
5/58 cell−substrate adhesion
6/47 cellular response to reactive oxygen species
10/96 response to reactive oxygen species
23/331 circulatory system development
15/180 vasculature development
2/15 response to fluid shear stress
15/251 heart development
9/137 tissue migration
15/185 ameboidal−type cell migration
40/483 cell migration
5/31 endothelial cell migration
4/17 negative regulation of epithelial cell migration
8/52 regulation of epithelial cell migration
18/224 regulation of cellular component movement
6/71 negative regulation of locomotion
36/485 tube morphogenesis
1/12 regulation of blood vessel endothelial cell migration
8/168 positive regulation of locomotion
19/297 regulation of locomotion
5/101 positive regulation of cellular component movement
3/30 positive regulation of epithelial cell migration
15/319 actin filament−based process
5/119 actin filament organization
15/252 supramolecular fiber organization
0/28 actin cytoskeleton reorganization
1/43 sarcomere organization
17/232 cellular component assembly involved in morphogenesis
9/131 actomyosin structure organization
3/22 actin−mediated cell contraction
3/35 actin filament−based movement
16/224 muscle cell development
6/102 muscle fiber development
12/173 skeletal muscle organ development
19/279 muscle organ development
6/85 skeletal muscle fiber development
19/289 muscle cell differentiation
2/40 skeletal muscle cell differentiation
26/376 muscle structure development
9/111 synapse organization
6/55 synapse assembly
1/22 synaptic growth at neuromuscular junction
17/211 regulation of MAPK cascade
5/88 regulation of stress−activated protein kinase signaling cascade
29/435 regulation of intracellular signal transduction
13/131 positive regulation of MAPK cascade
30/433 positive regulation of cell communication
19/221 positive regulation of intracellular signal transduction
12/168 regulation of protein serine/threonine kinase
8/115 regulation of MAP kinase
9/105 positive regulation of protein serine/threonine kinase
10/111 activation of protein kinase
8/75 protein autophosphorylation
8/163 innate immune response
32/356 response to biotic stimulus
19/284 immune response
1/11 organ or tissue specific immune response
19/312 regulation of immune system process
0/14 protein activation cascade
10/162 regulation of DNA−binding transcription factor
22/268 wound healing
30/372 response to wounding
24/232 regulation of body fluid levels
16/174 hemostasis
6/89 platelet activation
16/218 cell activation
6/64 leukocyte migration
0/14 dopamine receptor signaling pathway
12/138 G protein−coupled receptor signaling pathway
1/8 xenobiotic catabolic process
32/315 response to organic cyclic compound
6/96 cellular response to organic cyclic compound
31/344 response to hormone
12/97 response to nutrient
22/235 response to drug
23/281 cellular response to oxygen−containing compound
7/96 cellular response to lipid
28/257 response to lipid
3/38 response to retinoic acid
6/62 hormone metabolic process
12/152 regulation of hormone levels
4/80 establishment of cell polarity
10/188 establishment or maintenance of cell polarity
4/49 establishment of spindle orientation
0/17 regulation of imaginal disc growth
8/221 negative regulation of cellular component organization
2/19 protein localization to cell junction
9/140 regulation of vesicle−mediated transport
5/92 regulation of endocytosis
5/137 regulation of nucleoside metabolic process
9/187 regulation of nucleotide metabolic process
7/145 regulation of small GTPase mediated signal transduction
7/131 small GTPase mediated signal transduction
0/6 positive regulation of lipid catabolic process
15/310 regulation of catabolic process
1/7 optic nerve morphogenesis
32/481 plasma membrane bounded cell projection morphogenesis
1/10 cranial nerve morphogenesis
6/101 regulation of synapse structure or
8/154 cognition
2/11 reflex
15/184 locomotory behavior
9/132 regulation of nervous system process
3/30 regulation of vasoconstriction
12/124 circulatory system process
1/8 mating behavior, sex discrimination
8/72 regulation of tube diameter
6/73 regulation of cytosolic calcium ion concentration
10/113 divalent inorganic cation homeostasis
32/477 homeostatic process
20/293 chemical homeostasis
1/9 negative regulation of cytosolic calcium ion concentration
3/43 sensory perception of chemical stimulus
8/113 regulation of behavior
10/98 regulation of peptide secretion
15/244 regulation of anion transport
15/201 regulation of establishment of protein localization
23/323 regulation of cellular localization
18/183 regulation of secretion
9/115 negative regulation of transport
2/44 regulation of cation transmembrane transport
9/127 regulation of transmembrane transport
0/13 negative regulation of transporter
2/45 regulation of transporter
7/98 regulation of metal ion transport
2/29 regulation of calcium ion transport into cytosol
23/335 regulation of ion transport
34/470 regulation of transport
17/234 positive regulation of transport
7/30 regulation of striated muscle contraction
10/64 regulation of muscle system process
0/6 regulation of cardiac muscle contraction by calcium ion signaling
20/246 regulation of system process
9/82 regulation of blood circulation
8/71 second−messenger−mediated signaling
2/27 calcium−mediated signaling
2/20 smooth muscle contraction
7/100 muscle system process
8/108 sensory perception of mechanical stimulus
15/195 sensory perception
4/27 detection of mechanical stimulus involved in sensory perception
4/47 detection of stimulus involved in sensory perception
6/46 detection of mechanical stimulus
13/117 response to mechanical stimulus
2/33 detection of light stimulus
8/104 detection of external stimulus
11/142 detection of stimulus
7/94 divalent metal ion transport
25/295 cation transport
6/70 calcium ion transmembrane transport
17/201 metal ion transport
2/19 response to hermaphrodite contact
4/61 mating
3/44 male mating behavior
22/269 multi−multicellular organism process
6/90 obsolete multi−organism behavior
3/48 feeding behavior
2/5 oxygen transport
2/8 gas transport
10/93 cellular response to abiotic stimulus
18/164 organic anion transport
7/74 carboxylic acid transmembrane transport
6/38 modified amino acid transport
2/28 L−amino acid transport
8/85 amino acid transport
5/47 organic cation transport
6/49 import into cell
2/38 neuromuscular synaptic transmission
26/418 multicellular organismal signaling
11/169 regulation of neurotransmitter levels
2/13 cAMP metabolic process
4/23 cyclic nucleotide metabolic process
2/16 cyclic purine nucleotide metabolic process
4/14 cGMP metabolic process
6/46 'de novo' protein folding
15/116 protein folding
32/306 ATP metabolic process
16/83 response to topologically incorrect protein
3/6 ER overload response
11/46 regulation of nuclease
9/99 positive regulation of cell cycle process
13/151 positive regulation of cell cycle
20/278 regulation of mitotic cell cycle
14/124 DNA integrity checkpoint
17/207 negative regulation of cell cycle process
26/375 regulation of cell cycle process
17/219 regulation of cell cycle phase transition
9/50 regulation of cell cycle arrest
8/68 signal transduction by p53 class mediator
28/376 cellular response to DNA damage stimulus
6/38 regulation of cellular amine metabolic process
18/177 biological phase
6/61 mitotic S phase
15/125 regulation of protein modification by small protein conjugation or removal
5/49 anaphase−promoting complex−dependent catabolic process
7/59 regulation of ligase
13/86 positive regulation of protein modification by small protein conjugation or removal
6/61 negative regulation of protein modification by small protein conjugation or removal
11/99 proteasome−mediated ubiquitin−dependent protein catabolic process
41/391 proteolysis
18/173 cellular protein catabolic process
7/96 antigen processing and presentation
5/52 antigen processing and presentation of peptide antigen via MHC class I
42/434 multicellular organism aging
29/313 cellular protein−containing complex assembly
2/6 cytochrome complex assembly
38/448 receptor−mediated endocytosis
11/112 molting cycle, collagen and cuticulin−based cuticle
19/391 mRNA metabolic process
2/11 histone mRNA metabolic process
9/269 mRNA processing
16/379 RNA processing
8/170 ribonucleoprotein complex biogenesis
14/150 ncRNA metabolic process
5/47 tRNA metabolic process
6/107 ncRNA processing
4/95 nucleobase−containing compound transport
1/59 RNA export from nucleus
6/145 nuclear transport
24/385 genitalia development
29/467 gonad development
14/105 rhythmic process
3/19 intracellular protein transmembrane transport
3/14 protein transmembrane import into intracellular organelle
7/63 mitochondrial transport
5/28 protein localization to mitochondrion
3/17 protein peptidyl−prolyl isomerization

A - NTC AB BP

B - NTC AB MF
22/265 molecular transducer

18/157 signaling receptor

18/236 signaling receptor binding

C - NTC  AB CC

4/57 inner mitochondrial membrane protein complex
22/201 organelle inner membrane
4/35 mitochondrial respirasome
35/254 mitochondrial envelope
48/426 envelope
8/84 obsolete mitochondrial membrane part
8/49 oxidoreductase complex
1/19 mitochondrial large ribosomal subunit
4/34 organellar ribosome
19/175 mitochondrial matrix
47/378 obsolete mitochondrial part
12/121 mitochondrial protein−containing complex
4/47 pore complex
12/94 intrinsic component of organelle membrane
6/45 intrinsic component of endoplasmic reticulum membrane
33/295 cell body
1/12 zona pellucida receptor complex
6/39 perikaryon
4/29 plasma membrane signaling receptor complex
11/142 plasma membrane protein complex
32/366 membrane protein complex
5/42 ion channel complex
3/16 voltage−gated potassium channel complex
46/379 intrinsic component of plasma membrane
1/65 actin−based cell projection
1/35 microvillus
6/164 cell cortex
28/415 obsolete cell projection part
7/121 cell projection membrane
4/69 leading edge membrane
7/174 cell leading edge
5/79 lamellipodium
2/73 site of polarized growth
34/391 plasma membrane region
8/95 basolateral plasma membrane
1/26 basal part of cell
16/187 apical part of cell
12/131 apical plasma membrane
13/112 membrane raft
5/86 obsolete axon part
26/249 axon
42/502 neuron projection
3/40 terminal bouton
3/56 neuron projection terminus
3/27 main axon
20/202 dendrite
25/303 synapse
3/41 neuromuscular junction
16/219 obsolete synapse part
2/72 postsynaptic specialization
10/78 synaptic membrane
5/34 presynaptic membrane
6/52 postsynaptic membrane
9/135 adherens junction
12/214 cell−cell junction
2/69 cell−substrate junction
33/492 cell junction
1/21 cell−cell contact zone
0/5 synaptic cleft
61/427 extracellular region
7/35 obsolete extracellular matrix component
17/106 extracellular matrix
41/301 obsolete extracellular region part
3/51 extracellular membrane−bounded organelle
23/177 cell surface
7/72 external side of plasma membrane
12/127 side of membrane
3/61 I band
12/133 contractile fiber
1/26 A band
0/11 myofilament
5/167 actin cytoskeleton
6/74 cytoplasmic region
6/52 plasma membrane bounded cell projection cytoplasm
7/96 motile cilium
15/176 cilium
4/23 photoreceptor outer segment
2/82 cytosolic ribosome
24/370 nucleolus
7/138 precatalytic spliceosome
8/159 spliceosomal complex
17/337 ribonucleoprotein complex
5/58 small nuclear ribonucleoprotein complex
2/16 polytene chromosome interband
28/401 chromosome
10/121 chromosomal region
3/15 proteasome accessory complex
5/35 endopeptidase complex
1/7 proteasome regulatory particle, base subcomplex
5/49 peptidase complex
2/5 proteasome regulatory particle, lid subcomplex
18/292 intracellular protein−containing complex
2/12 proteasome core complex

E - NTC ABC CC

4/57 inner mitochondrial membrane protein complex
22/201 organelle inner membrane
4/35 mitochondrial respirasome
35/254 mitochondrial envelope
48/426 envelope
8/84 obsolete mitochondrial membrane part
8/49 oxidoreductase complex
1/19 mitochondrial large ribosomal subunit
4/34 organellar ribosome
19/175 mitochondrial matrix
47/378 obsolete mitochondrial part
12/121 mitochondrial protein−containing complex
4/47 pore complex
12/94 intrinsic component of organelle membrane
6/45 intrinsic component of endoplasmic reticulum membrane
33/295 cell body
1/12 zona pellucida receptor complex
6/39 perikaryon
4/29 plasma membrane signaling receptor complex
11/142 plasma membrane protein complex
32/366 membrane protein complex
5/42 ion channel complex
3/16 voltage−gated potassium channel complex
46/379 intrinsic component of plasma membrane
1/65 actin−based cell projection
1/35 microvillus
6/164 cell cortex
28/415 obsolete cell projection part
7/121 cell projection membrane
4/69 leading edge membrane
7/174 cell leading edge
5/79 lamellipodium
2/73 site of polarized growth
34/391 plasma membrane region
8/95 basolateral plasma membrane
1/26 basal part of cell
16/187 apical part of cell
12/131 apical plasma membrane
13/112 membrane raft
5/86 obsolete axon part
26/249 axon
42/502 neuron projection
3/40 terminal bouton
3/56 neuron projection terminus
3/27 main axon
20/202 dendrite
25/303 synapse
3/41 neuromuscular junction
16/219 obsolete synapse part
2/72 postsynaptic specialization
10/78 synaptic membrane
5/34 presynaptic membrane
6/52 postsynaptic membrane
9/135 adherens junction
12/214 cell−cell junction
2/69 cell−substrate junction
33/492 cell junction
1/21 cell−cell contact zone
0/5 synaptic cleft
61/427 extracellular region
7/35 obsolete extracellular matrix component
17/106 extracellular matrix
41/301 obsolete extracellular region part
3/51 extracellular membrane−bounded organelle
23/177 cell surface
7/72 external side of plasma membrane
12/127 side of membrane
3/61 I band
12/133 contractile fiber
1/26 A band
0/11 myofilament
5/167 actin cytoskeleton
6/74 cytoplasmic region
6/52 plasma membrane bounded cell projection cytoplasm
7/96 motile cilium
15/176 cilium
4/23 photoreceptor outer segment
2/82 cytosolic ribosome
24/370 nucleolus
7/138 precatalytic spliceosome
8/159 spliceosomal complex
17/337 ribonucleoprotein complex
5/58 small nuclear ribonucleoprotein complex
2/16 polytene chromosome interband
28/401 chromosome
10/121 chromosomal region
3/15 proteasome accessory complex
5/35 endopeptidase complex
1/7 proteasome regulatory particle, base subcomplex
5/49 peptidase complex
2/5 proteasome regulatory particle, lid subcomplex
18/292 intracellular protein−containing complex
2/12 proteasome core complex

5/256 mRNA processing
6/352 RNA processing
10/367 mRNA metabolic process
1/23 tRNA aminoacylation for protein translation
2/43 tRNA metabolic process
2/135 ncRNA metabolic process
2/34 regulation of cellular amine metabolic process
5/54 mitotic S phase
10/155 cellular protein catabolic process
28/345 proteolysis
3/46 anaphase−promoting complex−dependent catabolic process
4/49 antigen processing and presentation of peptide antigen via MHC class I
1/13 dsRNA transport
9/264 regulation of locomotion
2/49 regulation of epithelial cell migration
3/87 regulation of epithelial cell proliferation
1/38 regulation of endothelial cell proliferation
5/77 response to transforming growth factor beta
3/85 cell−cell junction organization
1/42 adherens junction organization
4/128 cell junction assembly
2/34 cell−substrate junction assembly
8/191 cell junction organization
2/78 cell−cell adhesion
6/236 biological adhesion
5/83 response to reactive oxygen species
3/204 embryonic organ development
1/67 embryonic heart tube development
3/138 embryonic organ morphogenesis
8/227 heart development
1/48 embryonic heart tube morphogenesis
11/302 circulatory system development
0/22 muscle tissue morphogenesis
0/15 cardiac muscle tissue morphogenesis
2/89 heart morphogenesis
0/26 muscle organ morphogenesis
17/407 embryonic morphogenesis
2/64 formation of primary germ layer
2/80 mesoderm development
19/438 tube morphogenesis
2/55 cell migration involved in gastrulation
5/85 kidney development
6/128 urogenital system development
1/11 apical constriction
14/451 plasma membrane bounded cell projection morphogenesis
16/331 axon development
10/239 neuron projection guidance
16/326 taxis
2/75 developmental growth involved in morphogenesis
10/327 regulation of cell development
8/221 regulation of neurogenesis
0/58 regulation of dendrite development
1/155 regulation of cell projection organization
10/338 regulation of anatomical structure morphogenesis
1/107 regulation of cell morphogenesis involved in differentiation
1/53 neuron migration
11/290 brain development
14/410 central nervous system development
4/118 forebrain development
1/42 central nervous system neuron development
2/20 neuron fate specification
6/164 skeletal muscle organ development
7/229 muscle organ development
10/350 muscle structure development
6/203 muscle tissue development
4/208 muscle cell development
5/269 muscle cell differentiation
0/39 sarcomere organization
3/210 cellular component assembly involved in morphogenesis
1/120 actomyosin structure organization
3/294 organelle assembly
2/34 actin filament−based movement
7/303 actin filament−based process
2/21 actin−mediated cell contraction
4/239 supramolecular fiber organization
0/10 collagen fibril organization
2/60 skeletal system morphogenesis
2/128 skeletal system development
2/38 regulation of stem cell proliferation
2/5 oxygen transport
4/22 positive regulation of fibroblast proliferation
5/40 regulation of fibroblast proliferation
11/423 regulation of transport
3/92 regulation of metal ion transport
2/64 regulation of cytosolic calcium ion concentration
8/224 regulation of system process
3/59 regulation of muscle system process
2/40 regulation of lipase
2/31 regulation of phospholipase
8/246 wound healing
14/339 response to wounding
0/12 dopamine receptor signaling pathway
9/112 circulatory system process
5/90 muscle system process
2/75 adult locomotory behavior
8/167 locomotory behavior
3/106 adult behavior
1/16 larval locomotory behavior
1/91 regulation of synapse structure or
8/374 multicellular organismal signaling
4/103 regulation of behavior
7/91 rhythmic process
2/63 spindle localization
2/93 protein−containing complex localization
9/356 microtubule cytoskeleton organization
1/32 establishment of mitotic spindle orientation
8/252 microtubule cytoskeleton organization involved in mitosis
2/47 establishment of mitotic spindle localization
1/77 establishment of cell polarity
3/176 establishment or maintenance of cell polarity
1/46 establishment of spindle orientation
6/260 organelle localization
2/101 microtubule organizing center organization
5/200 negative regulation of cellular component organization
2/118 negative regulation of organelle organization
0/55 negative regulation of cytoskeleton organization
1/164 regulation of cytoskeleton organization
4/131 regulation of nucleoside metabolic process
4/174 regulation of nucleotide metabolic process
4/42 feeding behavior
2/34 detection of mechanical stimulus
4/88 detection of external stimulus
8/125 detection of stimulus
7/101 response to mechanical stimulus
3/58 calcium ion transmembrane transport
1/14 response to hermaphrodite contact
2/52 mating
3/82 obsolete multi−organism behavior
5/97 sensory perception of mechanical stimulus
5/177 sensory perception
1/39 sensory perception of chemical stimulus
3/136 microtubule−based movement
1/38 cilium movement
1/32 cilium or flagellum−dependent cell motility
2/13 regulation of appetite
2/20 drug transport
3/14 detection of cell density
2/18 amino−acid betaine metabolic process
4/151 regulation of neurotransmitter levels
3/25 neurotransmitter uptake
2/16 monoamine transport
3/36 modified amino acid transport
5/68 carboxylic acid transmembrane transport
1/25 L−amino acid transport
5/78 amino acid transport
5/13 glucosamine−containing compound metabolic process
4/6 glucosamine−containing compound catabolic process
2/7 regulation of interferon−alpha production
2/9 positive regulation of type I interferon production
0/14 retinoid metabolic process

D - NTC ABC MF F - NTC ABC BP
6/58 unfolded protein binding
3/17 peptidyl−prolyl cis−trans isomerase
10/136 catalytic, acting on RNA
3/20 aminoacyl−tRNA ligase
23/349 RNA binding
14/312 cytoskeletal protein binding
5/143 actin binding
3/49 calmodulin binding
4/20 cadherin binding
4/13 alpha−catenin binding
4/33 beta−catenin binding
4/18 actinin binding
28/283 molecular transducer
23/173 signaling receptor
5/21 transmembrane receptor protein tyrosine phosphatase
5/40 protein tyrosine phosphatase
10/76 cell adhesion molecule binding
5/40 integrin binding
3/21 cytokine receptor binding
25/255 signaling receptor binding
2/126 phospholipid binding
22/260 kinase
12/139 protein serine/threonine kinase
5/146 nucleoside−triphosphatase regulator
3/64 guanyl−nucleotide exchange factor
2/74 GTPase activator
25/230 peptidase
22/150 endopeptidase
1/25 structural constituent of muscle
2/5 cAMP binding
12/149 protein domain specific binding
3/18 quaternary ammonium group transmembrane transporter
5/38 organic cation transmembrane transporter
5/33 modified amino acid transmembrane transporter
7/45 monocarboxylic acid transmembrane transporter
4/23 organic hydroxy compound transmembrane transporter
2/24 L−amino acid transmembrane transporter
6/54 amino acid transmembrane transporter
21/218 cation transmembrane transporter
3/18 potassium channel
14/131 metal ion transmembrane transporter
5/37 voltage−gated channel
12/115 channel
2/8 outward rectifier potassium channel
8/73 ion gated channel
37/363 transmembrane transporter
5/46 ligand−gated ion channel
4/70 divalent inorganic cation transmembrane transporter
4/49 calcium channel
26/271 inorganic molecular entity transmembrane transporter

10/154 innate immune response
13/266 immune response
12/209 defense response to other organism
17/297 regulation of immune system process
6/93 activation of immune response
15/213 positive regulation of immune system process
3/16 cytoplasmic pattern recognition receptor signaling pathway
5/71 immune response−regulating signaling pathway
2/24 negative regulation of immune effector process
8/90 regulation of immune effector process
8/153 regulation of DNA−binding transcription factor
3/19 regulation of regulated secretory pathway
6/129 regulation of vesicle−mediated transport
5/214 regulation of anatomical structure size
3/17 dorsal/ventral axon guidance
25/412 regulation of intracellular signal transduction
3/12 regulation of calcium−mediated signaling
16/208 positive regulation of intracellular signal transduction
8/109 positive regulation of cell adhesion
6/46 cell−cell adhesion via plasma−membrane adhesion molecules
17/243 biological adhesion
8/80 cell−cell adhesion
6/34 homotypic cell−cell adhesion
4/17 negative regulation of epithelial cell migration
6/49 regulation of epithelial cell migration
12/211 regulation of cellular component movement
14/279 regulation of locomotion
19/210 response to growth factor
21/307 enzyme linked receptor protein signaling pathway
19/267 cellular response to oxygen−containing compound
17/290 cellular response to endogenous stimulus
22/323 response to hormone
4/16 negative regulation of endothelial cell proliferation
18/298 response to organic cyclic compound
6/91 cellular response to lipid
15/244 response to lipid
5/129 tissue migration
8/173 ameboidal−type cell migration
2/26 calcium−mediated signaling
3/166 skeletal muscle organ development
3/232 muscle organ development
5/210 muscle tissue development
5/107 synapse organization
11/196 cell junction organization
3/57 hormone metabolic process
1/40 cellular hormone metabolic process
1/13 steroid catabolic process
6/81 protein import
19/324 chromosome organization
2/23 dosage compensation
24/323 DNA metabolic process
0/8 regulation of transcription involved in G1/S transition of mitotic cell cycle
6/85 DNA replication
20/346 cellular response to DNA damage stimulus
11/262 microtubule cytoskeleton organization involved in mitosis
13/368 microtubule cytoskeleton organization
4/104 microtubule organizing center organization
17/423 mitotic cell cycle process
2/46 'de novo' protein folding
14/353 regulation of cell cycle process
10/192 negative regulation of cell cycle process
11/206 regulation of cell cycle phase transition
2/48 regulation of chromosome segregation
13/260 regulation of mitotic cell cycle
9/136 chromosome segregation
13/250 organelle fission
9/164 biological phase
2/38 mitotic prometaphase
8/93 antigen processing and presentation
2/11 cellular anion homeostasis
4/100 carboxylic acid catabolic process
2/59 cellular amino acid catabolic process


