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Supporting Figure 1. Transcript level of TBCIDs in cholangiocarcinoma and

paratumor tissues according to the t-test in GEPIA database.
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Supporting Figure 2. Transcript level of TBCI1Ds in tumor

from database of GSE102079.

G2
(n-01)
Para-Tumor

and paratumor

Type
Gl
B (isy

(=91}

Type
B3 ?‘I- 152)
32

(n=91)

Type
=] ;‘l"ii)

(n=91)

tissues



TBC1D1 TBC1D7 TBC1D8

0.17 0.28 0.4-
0167 (o 0.26 0.3
Q [} [<}]
3 0.154 3 =
g S 0.24- g 0.2
a i o o
8 0.14 a a .
- ~ [ ] -
0434 ) 0.22 0.1
0.12 , . 0.20 r . 0.0 r .
L s L s & L
(*) (+) (o) O (s) O
«0@ :O"& «"6\ :~°& «"& :0’&
& & &
Q Q Q
TBC1D9b TBC1D14 TBC1D25
0.5- 0.16 0.22
0.4- . 0.20
Q [+}] Q
3 0.3 E 3 0.18-
g S 0.12- g
Q oo o a i
Q 02 . 9 8 o.16
0.1 . 0.14-
Py L ]
0.0 , . 0.08 ; . 0.12 . r
s (Y L s s L
(8) (s} (e) (s) (8) (s}
& &S &S
Q? Q? Q

Supporting Figure 3. The IHC value of TBC1Ds in HCC and paratumor tissue.
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Supporting Figure 4. RFS analysis of the prognostic
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TBC1D9B (23061)

HR =0.69 (0.49 - 0.98)
logrank P = 0.037

| Expression
— low
high
T T T T T T T
0 20 40 60 80 100 120
Time (months)
Number at risk
146 74 31 13 6 1 1
218 108 53 28 13 5 0

TBC1D25 (4943)

HR=0.86 (0.61-1.22)
¥ logrank P = 0.39

| Expression
— low
high
T T T T T T T
0 20 40 60 80 100 120
Time (months)
Number at risk
205 105 45 20 10 2 o
159 77 39 22 9 4 1

expressions based on the Kaplan-Meier Plotter database.

significance of TBCIDs
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Supporting Figure 5. The promoter methylation levels of TBCIDs in HCC

according to UALCN database.
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Supporting Figure 6. The correlation between TBC1Ds and the immune checkpoint

receptors expression of PDL1 and CTLA4 in HCC.



