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PITA_21665 : PSFARTIQRKCLGRSGKMSFPVMFMTKYLSGSQGIVTFDDCDGLSWRVEWYAY LOSGRRLVFTTGWPEFASDHNAKDGDILLVEVLNSEHFRVQILS : 97

PITA_21665 : RFVGVRKRPWGAYGAE TRTPEGKRLWLGTYTTEEAAAHAY DDAARKFKGKGAVTNFS : 57

B3 domain

AP2-1 domain
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AP2-2 domain

PITA_21665 : AYRGVYSNGKKFQSIYYNPVSKKHTYLGTFCSGEDAAKAYDQVAYGQLGESAKMNFPPDCLEP : 63
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