[bookmark: _GoBack]Supplementary File 1. Sequences of all identified CKX genes in four cotton species. 
>GaCKX02
MKSIYYSLPFLFVVVCSLSWVNASANSHENFLDCLSSYHPQESSSISKVIYTETNSSYSEILESSIQNYRFFTTNTPKPLVIVTPLNISHVQATIHCSKKHGLQIRIRSGGHDFEGLSYVSQVPFVVIDLVHFRSIDVDVENEEAWIQSGAITGEVYYRINERSTNLTFPGAVGHTVGIGGFISGGGYGLLFRKYGLAADNVIDAMFVDANGRVLDRKSMGEDLFWAIRGGGGGSFGIVLSWKVKLVHVPSTVTVAAVRRTLEQNATQLLHRWQYVAPNLPNDVYSVVSISTTNSTENGERTVVATFVSVFQGGANEFIPLMQERFPELGLVREDYIEMTWIESILLLTGLTNQTSEVLLDRSYKNFFLSPSFKGKSDYMRKPMPEIVIQGLWSRLLEDEARISTLNIIAYGGKMDEIPETEIPFPHRKGTLYKISYYVGWQEEDNSNPQRYISWIRKVYKYMGPFVSKYPREAYLNYRDLDIGRNNNEGKASYKQASVWGRKYFKENFDRLTYVKAKIDPENFFRHEQSIPPRFH
>GaCKX03
MKSLHGCLLLLFVVVFSLSWVNASANSNDYFLDCLSSYHPDESTSFSKVIYTETNSAYSAVLESSIRNPRFSTPNTPKPLVMVTPLNISHVQATIHCSKKHGIQIRTRSGGHDFEGLSYVSQVPFVVIDLVHFRSIDVDVKKEEAWIQSGAITGEVYYRINERTTNLTFPGALCHTVGIGGFISGGGYGFLFRKYGLAADNVIDAQFVDANGRVLDRRLMGEDLFWAIRGGGGASFGIVLSWKVKLVHVPSTVTVFSVGRTLEQNATQLLHRWQYVAPNLPNDVYSIVSISSMNSTENGERTVLATFTSVFQGVADELIPLMQERFPELGLLKEDYIEMTWIESILFWNQLSNETSEILLDRSNSNSLMPLSYKSKSDYVRKPMPEIALQGLWSRLLEVDETSTAVVNIISYGGKMDEIPETETPFPHRKGTLYKINYNIVWQEEENSNPQRYISWMRTLYSYMGPFVSRSPRAAYVNYRDLDIGWNNDDGKTSYKQGSVWGRKYFKNNFDRLVYVKTKIDPENFFKHEQSIPPRFH
>GaCKX04
MKSLYRSLPLLFVVVCSLSWVNVSANSHDDFLDCLSSYHPDESSSISKVTYTETNSSYSAVLESSIHNHRFSTPNTPKPLVIVTPLNISHVQATIHCSKKHGLQIRTRSGGHDYEGLSYVSHVPFVVIDLVRFKSVEVDVENEEVWVQSGAIVGEVYYRINERSTNLTFPGAFGYTVGIGGFISGGGDGLLSRKYGLAADNVIDVQFVDASGRVLDRRSMGEDLFWAIRGGGGGSFGIVLSWKIKLVHVPSIVTVFSVGRTLEQNASQLLHRWQYVAPNLPNDVYSLLTISKWNAGENETRTVLVTFTSLFQGGANELIPLMQERFPELGLVKEDFVEMTWLESVLFINGLSNETSEVLLDRYRPLLPPSFKSKSDFVNEPVPEIALQGLWPQLLEVDEAISAVQTFIAYGGMMDEISETETPFPHRKGTLYKIHYNIGWQEEENIRSQRYISWMRKLYSYMGPFVSKSPRTAYVNYRDLDIGRNNDDGKASYKQASVWGRKYFKNNFDRLVSVKTKIDPENFFKHEQSIPPHFH
>GaCKX05
MKSLNRSLSLLFIVVCSLLWVSASANCHDDFLECLYSYHPKESSSITQVIYTETNSSYSAVLDSSIRNHRFSTPNTPKPLVIVTPLNISHVQATIHCSKKHGLQIRTRSGGHDYEGLSYVSHVPFVVIDLVNLRSVDVDVENEEAWVQSGATVGEVYYRINERSTNLTFPAAVGRTVGIGGSISGGGDGLLFRKYGLSADNVIDALLVDANGRVLDRRSMGEDLFWAIRGGGGGSFGIVISWKIKLVHVPSTVTVFSVGRTLEQNATQLLHRWQYVAPNLPNDVYSVVTISTTNASENGTKTVLATFISFFRGGANEFIPLMQERFPELGLVKEDFIEMTWIESLLLMNGASNETSEILLDRSNRYSLLPPSFKSKSDYVREPMPEIALQGLWLHLLEIDEGGIAVQNFFAYGGIMEEISETETPFPHRKGTLYKISYNIGWQEEENNNSQRYISWIRKLYSYMGPFVSKSPREAYVNYRDLDIGRNKYYGKTSYKQASIWGRKYFKNNFDRLVYVKTKTDPKNFFKHEQSIPPRFH
>GaCKX06
MESLNRSLSLLFIFVCSLSWVSASANSHDDFLECLYSYHPKESSSITQVIYTETNSSYSAVLDSSIRNHRFSTPNTPKPLVIVTPLNISHVQATIHCSKKHGLQIRTRSGGHDFEGLSYVSHVPFVVIDLVNLRSVDVDVENEEAWVQSGATVGEVFYRINERSTNLTFAAAVVRTVGIGGLISGGGDGLLFRKYGLSVDNVIDAQLVDANGRVLDRRSMGEDLFWAIRGGGGGSFGIVIAWKIKLVHVPSTVTVFSVGRTLEQNATQLLHRWQYVAPNLPNDVYSLVAISTTNASENGAKTVLATFTSLFQGDANEFIPLMQERFPELGLVKEDFIEMTWIESLLLMNGVSNETSEILLDRSNRYSLLPPSFKSKSDYVREPMPEIALQGLWPQLLEVDEGGIAVQNFIAYGGIMEEISETETPFPHRKGTLYKINYNIGWLEEENNNSQRYISWMRKLYSYMGPFVSKSPREAYVNYRDLDIGSNNYYGKTSYKQASIWGRKYFKNNFDRLVYVKTKTDPKNFFKHEQSIPPRFH
>GaCKX07
MAFWRISICSLLLLLLSSSTMATASISRPRKRPTSSLIQEKFIQCFTGSSQFYIPLSTAFFTPNNASFTSVLQSTSQNLRYLVPSMPKPELIITPLHESQAQASVICAKRLDIHLRVRSGGHDYEGLSYVSQIESPFVIVDLSKLRLIKVDIQDNSAWVEAGATIGEVYYRIAEKSNIHGFPGGLCTSLGIGGHITGGAYGSMMRKFGLGADNVIDARIVDVNGRVLDRAAMGEDLFWAIRGGGGASFGIILEWKIKLVPIPATVTVFTVTKSLEQGATKLLYKWQTVADKLDEDLFIRVIIQTANAGKNNAKTVTTSYNALFLGDAERLLRVMQQSFPELGLTRKDCTETSWIKSVLYIAGYSSNTPAEILLQGRSTFKNYFKAKSDFVKEAIPETALEGLWKRLLEEDSPLMIWNPYGGMMARISESQIPFPHRQGIKFKIQYLTLWQVEDNNASKHFDWIRRLYNYMAPYVSMFPRGAYVNYRDLDLGMNKNINTSFIEASLWGVRYFKDNFMRLVKVKTRVDPNNFFRHEQSIPPLPVQARY
>GaCKX08
MKDSNSATLPLVTIVLFLSLSWRATSDSSSQVDKFLQCLANSSALMLESIYTPSNSSFESALQAYIRNHRFLTPETPKSVAIVAPTHVSHVQATVVCAKDNGVQIRVRSGGHDYEGLSYRSNVTFVILDMFNLRSIDVDVDNEVAFVQAGATIGELYYKIANQSKDHAYPAGVCLSLGTGGHFNGGGYGNMMRKYGLSVDNILDAQVVGADGNILDQASMGKDLFWAIRGGGGASFAVIVS
>GaCKX09
MAIHCSQNMKFLQFSVLPFLMVILSVSGANLTHHPHRDFLRCLSLRIENSCTITYTHNNPSYPSVLNASIQNTRFSTPTTPKPYAIITPRKTSDVQSTIFCSKNYGFQLRIRSGGHDVEGVSYVSQVPFVVLDLVNFRDVKVDTKNEVAWVQSGATTGELYYGIAAKTQTLGFPAGICHTIGIGGHLSGGGFGILGRKYGLAADHIIDAKMVDANGRVLHRKSMGEDLFWAIRGGGGNTFGVVLAWKIKLVPVPPVVTVFTVNKNLEQNATKIFHRWQQIAHKLPNDLFTTVWVMKVNSSQVGKKTVQASFKGLFLGRIDELIPLIQYAFPELGLARENCTQMSWVQSVLYFGALPIEPVEILLNRSALPRLSLKAKTDYIREPMSEAGFEGFMNMFLEEGTDLAITMMEAFGGKMNEIRENEIPFPHRSGILFESVYIVQWINEEDAGLCINWMRRLYNYMSSYASKSLREAYYNYKDLDLGINNVNGYTSYEQASVWGLKYFKNNFKRLVRVKTMIDPTNFFSNEQSIPPLLSP
>GaCKX10
MHFLRNLIILFLICIAIKINLCVPTIPSSLKTLPIDGHFDFKQVHHAAKDFGNRYSFLPSAVLHPKSASDIATTVKHIWEMGPGSHLTVAARGHGHSLQGQAQAHRGVVINMESLQGPKMKVHTGNFPHVDVSGSELWINILHETLKHGLAPKSWTDYLHLTVGGTLSNAGISGQAFRHGPQISNVRQLEVVTGKGEVVNCSEKQNSDLFYSVLGGLGQFGIITRARISLEPAPKMVKWIRVLYTDFATFAKDQEMLISGGSTFDYIEGFVIINRTGLLNNWRSSFNSNDSAQASHFKSDGRTLFCLELAKYFNPEEMAIVNQEIMTSLSQLNHIPSTLFQSQVSYIEFLDRVHISEIKLRSKGLWEVPHPWLNLLIPRSNIHIFAQLVFGNILTNTSNGPILIYPVNKSKWDNRTSVVLPEEDVFYLVAFLSSAAPSSTGSDGLEHILSQNKRILELCEIDGLGVKQYLPHYSTNGEWRSHFGPQWEAFVHRKSTYDPLAILAPGQRIFQKAAPLSL
>GaCKX11
MIAYLGRIVHDNDAESKLDDDVSSISKSLDLQGSIENGDVSSLASKDFGGLYSVKPLFLIKPSGAEDISRVVKLASRTSNLTVAARGNGHSINGQAMAEGGLVIDMRSTEKNHFEFLPINGSHYIDVSGGALWEDVLTRCVSRYGYAPRSWTDYLSLTVGGTLSNAGVSGQAFRYGPQTSNVTELEVVTGKGEITVCSETLNSELFFGVLGGLGQFGIITRARIKLQQAPDMVRWIRVVYSEFEEFTRDAEFLVTQKEGESFDYVEGFVFCNNDDPFNGWPSVPLDPGHEFNPTHISQTAGSILYCLEVAFHYRNSDHPTVDTAVNGLLGRLRFVEGLKSQVDVSYTKFLLRVNRAEEQVKANGPGDGPHPWLNLFVSKSDVVNFDRTVFKTMLKDGVGGPMLIYPLLRSKWGDRTSVVLPEGEIFYIVALLRFVPNGPSVEKLVAQNREIVNWCIKVGLDFKLYLPHYQSKGDWERHFGNRWSRFVERKASFDPMAILAPGQNIFRRDPSNIIISREF
>GaCKX12
MRGLPILVSIILFSISLVTSKSYPNSVVDNFLQCLPKHYSNPSKPIAKAIYTPTHPSFQSVYELHTYNLRVLTQANATHKPMAIVAALHESHVQAAVICAKESGLQVRTRSGGHDYEGLSFSSSVPFVIIDLSNLRSIKIDMKTQTAWVQAGATTGELYYRIAEKSKVHAFPAGVCTTLGIGGHFTGGGYGNMLRKFGLSIDNVVDAQLIDAKGRILNRKSMGEDVFWAIRGGGGTSFGIILSWKIKLVRVPPKVTVFQVAKTLEQGATVLVHKWLQVSHKLDKDIFIRIMPVTVDGTGNGNSTVRVSFIGHYLGRINRLLPLVNASFPELGLQRKDCTEMSWIESTLYWAGFPIGTSTDVLLNRVPNKVFFKTKSDYLKNVMPKAGLETLWKVMMEIGNMWMQMSPYGGRMAEISESETAFAHRAGTLYIVQYTAHWSEGSSEATKKYVELMRKLYAEMAPYVSSKPREAFLNYRDLDIGSNNTDFEAAKVYGAKYFKGNFQRLAEVKAKIDPHNFFKNEQSIPPFPSF
>GaCKX13
MATKLLLTFAICRLIVTVGLTLDPTELLLLGVDAQLSVDPTDVKAASLDFGLLIGAQPPLAVMHPASSQDVAQFVKAAYGSNFGFTVSARGHGHSINGQAQTANGVVVQMSGSKGGSGMASGRKPPHPRVWPQERFVDVWGGELWIDVLRSTLQHGLAPKSWTDYLYLSVGGTLSNAGISGQAFNHGPQISNVHELDVVTGKGELLTCSEEQNSEMFHAVLGGLGQFGIITRARISLEPAPQRVRWIRVLYSNFSIFTSDQEYLISLHEQPASQKFDYVEGFVIVDEGLINNWRSSFFSPHNPVKISSLDPNGGVLYCLEIAKNYHESTASTVDQEVESLLKKLNFIPASVFTTDLPYVDFLDRVHKAELKLRSKGLWEVPHPWLNLFVPKSKIADFDKGVFKGILGNKTSGPILIYPINKNKWDHRSSAVTPDEDVFYLVALLRSALDNGEETHSLEYLTNQNRQILRFCDEAGITVKQYLPHYTTHQEWVDHFGNKWDRFYRLKMEFDPRHILASGQQIFTPTNMASWR
>GaCKX14
MATKLLLTFAICRLIVTVGLTLEPTELLRLGLTVDPVDVESASVDFGLMTKVEPLAVLRPSSAEDVAQLVKAAYESSHGFTVSARGHGHSINGQAQTGTGVVVQMSGVRSGGKPSVWGGDMYVDVWGGELWIDVLKSCLEYGLAPKSWTDYLYLSVGGTLSNAGISGQAFHHGPQISNVHELDVVTGKGELMTCSKEQNQELFIAVLGGLGQFGIITRARISLEPAPQRVRWIRVLYSNFSAFTKDQEYLISLHGNQKFDYVEGFVIVDEGLINNWRSSFFSPRNPVKISSLGSNNNGGVLYCLEITKNYHESTAETIDQEIEALLKKLNFIPTSVFTTDLPYVDFLDRVHKAELKLRSKGMWEVPHPWLNLFVPKSKIADFDRGVFKGILGNKTSGPILIYPMNKNKWDDKSSVVTPDEDVFYLVAFLRSALDNGEETQSLEYLTNQNRQILKFCDEDGIKVKQYLPHYKTQSEWKEHYGSKWDRFQRMKMKFDPRHILASGQNIFTPTFLSSSKMASW
>GaCKX15
MAVALPSFFTAIMIMSRLMAFIGISKNNDMSSKLQALDIAPKLSHDPSAIESASQDFGHIVKAAPQAVLLPSSPRDIASLVNFSYSNSVPFSIAARGNSHSVNGQAMAKNGVVIDMTSMKSGNGTGIRIASDGSYVDVGGQQLWIDVLNATLGLGLTPVSWTDYLYLTVGGTLSNAGISGQTFRYGPQISNVYEIDVITGTADFVTCSPNNNSDLFYAALGGLGQFGIITRARIPLEPAPKRVKWVRMLYTDFLDFTRDQELLISKNGRNNNKALNYLEGSLLLDQGSLDNWRSSFFPPQDQPKIISLITKFRIVYCLEIVKHYDGQTKTTVDKDLQQLLKGLSYLPGFMFEKDAKYEEFLNRVHSEELKLKAKGLWDVPHPWLNLFIPKSKISDFNDGVFKSIVLKRNITTGPVLVYPMNRKKWDDRMSAVIPDEEIFYTVGLLQSSGFDDWRTFEDQNKEILQFCEKAGIKVKQYLPHYTTKVGWVNHFGSKWSTFQKRKLQFDPKLLLSPGQRIFNNNQ
>GaCKX16
MIACLGRIVHDSDAESKLDDDVSTIFNSLNLQGSIENGDVSGIASKDFGGLYSVKPLYLIRPSGAEDISRVVKAAAGTPHLTVAARGNGHSINGQAMADGGYVIDMRSTGENHFKLLTVNGSPCIDVSGGALWEDVLRRCVSRFGLAPRSWTDYLSLTVGGTLSNAGVSGQAFRYGPQTSNVTELEVVTGKGDITVCSETQNPELFFGALGGLGQFGIITRARVKLQLAPDMVRWIRVVYAEFEEFTRDAEFLVSQKEDESFDYVEGFVFCNNDDPVNGWPSVQLNPDQEFNPAHLPQTAGPVLYCLELAFHYRNSDQPSTVDMAVSRLVGGLGFVDGLISQVDVSYMGFLLRVKRAEQDAKANGVWDNPHPWLNLFVSKSDIVDFDQTVWDSRTSVALPEGEIFYIVALLRFVPKGPSVEKKVAENREIVKWCIKEGLDFKLYLPHYRAKEDWKRHFGNQWTRFEKRKANFDPMAILAPGQRIFKRTNQ
>GaCKX17
MPNPMRPYLLLSLVFFFNLYHSMAVSDPTHQALLQCLTQSIPTDTASSIIVSKSNPSYTSVLRAYIRNARFNTSSTPKPLIIITPLDESHVSAAVICSQKLGFQLKIRSGGHDYEGLSYVFDKPFFVLDMFNLRSITVNMADETAWVGAGATLGELYYNIWKNSKVHGFPAGVCPTVGVGGHLSGAGYGTLIRKYGLSVDHVVDAKLVDVKGKILDRKAMGEDLFWAIRGGGAASFGVVLSYKIKLVPVPETVTVFRIERLLTENATDITFKWQTIAPTTDENLFMRMLLQPVTRNKKKTARITVIALYLGDSDSLVSLLQKDFPELSIGKSNCNETTWIDSVLWWANFDLGTPPTALLDRDLNDAGFLKRKSDYVQTPIPKSGLESLWQKMIELGKVGMVFNAYGGRMDQIKPDETPFPHRAGNLYKIQYSVNWDERGNEADKNFTTQAKLLHDFMTPFVSKNPRSAYFNYRDIDVGSTKKWSYEEGKVYGESYFNGNYERLVDVKTAVDPNNFFRNEQSIPPRSSFILHSSHGSATYLITIIHTCWYYIVFIFSLCSDLF
>GaCKX18
MAISWPLVVSVLLSISSLVTSASNSDSVHEAFVQCLLDNSHPSHPISEAIFTPQSPSYATVLQSYIRNLRFNETYTPKPFLILTALHQSHIQAAIICAKKGNIQMKIRSGGHDYDGLSYVATVPFFVLDMFNLRSIDIDTETETVWVQSGAILGELYYRISELSKTHGFPAGVCPTVGVGGHFTGGGYGNMMRKYGLTVDNIVDAYFIDVNGRIHDRKSMGEDLFWAIRGGGAASFGVVLAYKIKLVHVPEIVTVFRVEKTLEDNATDIVDQWQHVASKLPKELFVRLVIDVVNSSTRTGGSTVRVSFISLFLGDSKTLVSIMNENLPLLSLSQSDCIETSWIRSVLFWTNIAIDSPTDVLLNRTPSLSYLKRKSDYVKQPIPKTALEGIWEKMIELQPAQMIFNPYGGRMAEIESTATPFPHRAGNLWKIQYLANWNQGGAETAQRYIGLTRKLHRYMTPFVSKNPREAFLNYRDIDLGVNHNDRGSYLEGRVYGIKYFKGNFNRLVHIKTKVDPTNFFRNEQSIPTLPH
>GaCKX19
MNSSSSKLFILSTSFLLSISSVTSNSVLDNFLQCLPIHSNTSNPITNSIYVPNNSSFQYLYELRANNLRIISSSTISKPLAIITARHASHVQAAVICAKIHSIQLRIRSGGHDYEGLSYKSDIPFVILDLFNLRSTKINITSETAWVQAGATTGELYYKIAEKSKVHGFPSGVCTTLGIGGHFTGEDVFWAIRGGGGTSFGVILSWKIKLVHVLRKVTVFKVQRTLDQGATDIAYSWQHIAPKLPKHLFIRLQPEPITIGNGNKTIRVSLIGQFLGRSRKLMNLMNEYFPELGLQQNDCIEMSWVESTLFWAGFTNGTSIDVLLNRVVENKVFFKTKSDYYKNVIPKQGLVSLWEMLMDIGNIFVQLNPHGGRMDEISETETAVHRRCGYLFKVQYTVYWSESDGGIGAAKRYVEMSRRLYGAMAQYASSDPREAFLNYRDLDIGCNGSNDTDFGVAEVYGTKYFNNNIMRLASVKAILDPESFFKNEESIPPLPSSH
>GaCKX20
MAVSFPIPSYFTAIFIISRLMSIMGISKHLNNKLLPPLDNITDKLSLDPSAIESASQDFGHIVKSIPKAVLQPSSIADIASLINFSYNSSIPFTIAAKGHGHSVRGQAMANDGVIVDMTSMKKHRNGTGIWVSNDGVYADVGGEQLWIDVLNATLKHGAAPVSWTDYLYLTVGGTLSNGGISGQSFRYGPQISNVYEMDVITGKAEIVTCSPNKNSELFYAALGGLGQFGIITRARIPLEPAPKRVKWIRMLYNDFTAFTRDQELLISINGRHDSHALGYLEGSLLMDHGSPDNWRSSFFPPKHHPKITSSIINHRIIYCLEVVKHYDYQTQNTVDKELEQLLKGLSYMPGFMFEKDVLYAEFLNRVQRGELKARSQGLWDVPHPWLNLFIPKSQIQRFNDGVFKGIVLEGNITTGPVLVYPMNRKKWDDRMSAVIPDEEIFYTVGFLHSSGFDDREAFDDQNKEILKFCEEAGIGVKQYLPHFTSKDEWVHHFGSKWETFQQRKFQFDPKMILSPGQRIFNNN
>GaCKX21
MIQKMPPVVGSNLHKTIQYENTSNFWLFEPGALGPSGFLEESNGRLVHCYQAKAFTITPGTQLNPTSSYCCSYHNKKENRSPPKQTLFEDPVQCNRTICTLSNSYGAWGDRKDCSVKSVVYPTTEEELRSAVAHANKNKLKVKVVSKFSHTIPKLACPSSLGHHDSLLISTAKYDSSIEIDSVNLEVTADAGVALRDVIDKVEEAGLSLAAAPYWEGVSVAGMISTGAHGSSCMIVPGNESEGYAKVKQIGAQDQLLNAAKVSLGILGVISKVKLSLQRGFKRSITYNFTNDSSIENNFMEHGKKYEFGDITWYPSKHTAGYRYDSRVPMETPGDGINDFLGFQSNEILISKSVRASEKLFESTKSVNGECTLADTTLWYKKQIGNGLKNNGQIFTGYPVVGRQGKMQTSGSCLYSPKTRIDASCAWDPRIKGLFFYESTAIFTATKFGDFIKDVKKLRDLKPENFCGIDHYNGFLIRYIKASKAYLGQSEDSIVVDFNYYRADEASTPRLNQDVMEEVEQMAFFKYGARPHWAKNRNLAFLKVQSKYLNFNKFIAVKKQLDPENMLSSEWSDEILFGKEGVGSDGCALEGLCICSEDRHCSPSQRYFCKPGLVYSEARVCRHSPSSSNL
>GaCKX22
MVNLSLLLLHFLISSLSVSGSAATDQRNIMSCLNYYNISNYTISSNVHNHDYSILLNFSIQNLRFAEPTIPKPIAIILPENKEQLINTVVCCTIGPWEIRVRCGGHSYEGTSSVASDGAPFVIIDMMNLNRVSVDLGNETAWVEGGATLGETYHAIAESSDTHGFAAGSCPTVGTGGHIGGGGFGFLSRKYGLAADNVIDALLLNAEGELLDRQAMGEDVFWAIRGGGGGIWGIVYAWKIKLLKVPKTVTSFIVSRPGTIAHVANLVNKWQHVAPNLEGDMYLSCAVGAGLPQAKSIGISATFNGFFLGRKREAVLILGQVFAELDVSEEACKEMSWIESVLFFSGLGDGAIVSDLKNRYLHDKHYFKAKSDYVRNPISLTGIRTAIDILEKQPKGYIIMDPYGGIMNNISNDSIAFPHRYGNLYTIQYLVEWHQEEKNRSNEYREWIRDFYDAMASHVSWGPRAAYVNYMDFDLGVMELINTSVLSEDTVEMARVWGEKYFLNNYDRLVKAKTLIDPNNVFKNQQGIPPSTTTGLKARAF
>GaCKX23
MVNLSLLLFLISSPSVSGSASPDQRNIMSCLNSYNISNYTISSNVHNHDYSILLNFSIQNLRFAEPTIPKPIAIILPENKEQLINTVVCCTKGPWEIRVRCGGHSYEGTSSVASDGALFVIIDMMNLNRVSVDLGNETDGWKVVQHLVRHTMPLPIQVAFMDSQQDHVLRKYGLAADNVIDALLLNAKGELLDRQAMGEDVFWAIRGGGGGIWGIVYAWKIKLLRVPKTVTSFIVSRPSTKAHVANLVNKWQHVAPNLEGDMYLPCAVGAGLPQAKSIGISATFNGFFLGRKRGAVLILGRVFAELGVAEEDCKEMSWIESVLFFSGLGDGAIVSDLKNRYGNLNTIQYLVEWHQEEKNRSNEYREWIRDFYDAMASHVSWGPRAAYVNYMDFDLGVMELINTSVLSEDTVEMARVWGEKYFLNNYDRLVKAKTLIDPNNVFKNQQGIPPSTTTGLKARTF
>GaCKX24
MKFLQFSVLPFLIVILSLIGATLAHPYGDFLHCLSLRISNSSTISKVIYTQNNPSYSSVLNASIQNTRFSTPTTPKPYAIITPRKTSHVQSTIYCSKNHGFQFRIRSGGHDVEGVSYVSQVPFVILDLVNFRAVKVDAKNEVVWVQSGATTGELYYGIASKTQTLGFPAGICHTIGIGGHLSGGGFGILGRKYGLAADHIIDAKLIDAYGRILNRKFMGEDLFWAIRGGGGNTFGVVLAWKIKLVPVPPVVTVFTVNKNLEQNATKIFHRWQYIAHKLPNDLFTAVWIMKVNSSQVGKKTVQAGFRGMFLGGVDELIPLIQHEFPELGLAKENCTQMSWVQSILYFGGLPIQPVEILLNRNALPRSSLKAKTDFVKEPMPETGIEGFMNMFLEEEADFAITMIEAFGGKMDEIQENELPYPHRAGILFESTYIVQWTNEEDAGTYINWIRRLYSYMASYVSKSPREAYHNYKDLDLGTNNVNGYTSYEQASVWGLKYFKNNFKRLVQIKTMIDPMNFFRNEQSVPPLWSP
>GaCKX25
MRIAYLDRTVHETDGEPKPNGDVSAISKSIDLQGSVETGDKTTIASKDFGGLYSIKPLALIKPAGSGDISRVIKAASRIPRMTVAARGNGHSINGQAMTNGGLVIDMRSTEENHFRLLNINGSFFIDVSGGALWENVLTRCVSRFGLAPRSWTDYLSLTVGGTLSNAGVSGQAFRYGPQISNVTELEIVTGKGDITVCSETRNPELFFGSLGGLGQFGIITRARVKLQPAPDMVRWIRVVYTEFDEFTRDAEFLVSRDDGESFDYVEGFVFCNNDDPVNGWPAVPLDPVHGFNPGIIPQTGASVLYCLEVAFHYQKGDHPSSVDKAVAGLLKRLRFVEGLKSQVDLSYVEFLLRVKRAEEQAKANGIWDAPHPWLNLFISKSNIVDFDQTVFKKMVKDGIGGPMLIYPLMRSKWDNRTSVALPDSEIFYLVALLRFVSRGPSVEESVAQNREIVEWCIKEGLDFKLYLPHYQSKEGWKRHFGDQWTRFVERKASFDPMAILAPGQNIFKRTHLS
>GaCKX26
MGSPVCGFLKQNNIIFLRFFAILVLSCIPNRTNLCSNPSFDTPTIPPHSSSSSIPSSLKTLTLDGYFSFENLKHAAKDFGNICHYLPIAVLHPKSVSDISSTIKHILYMSSVTKLTVAARGRGHSLQGQAQAYQGVVINMESLDRPSMYIENGEVPYVDVSGGELWINILHETLKYGLSPKSWTDYLHLTVGGTLSNAGISGQAFRHGPQINNVYQLEVVTGRGEVVTCSDKENADLFYGVLGGLGQFGIITRARISLVPAKKMVKWIRVLYSEFSTFSNDQEHLISSNNSFDYIEGFVMINRTGLLNNWRSSFNPKDPIQASQFSSDGKILYCLEMVKYFNPEKIDVLNQDIEKLLSELNYIPSTLFLSEVSYVEFLDRVHLSEIKLRSKGLWEVPHPWLNLLIPKSRIFDFAEGVFGNIVKDNNNGPILIYPVNKAKWNNRTSMVTPEEDIIYLVAFLSSALPGTDGLEHIMTQNQHILDFCAKAQLGAKQYLPHYHTQDEWRAHFGTQWETFVQRKSAYDPLAILAPGQRIFQKAISIT
>GaCKX27
MGFSFWLARLRSCSNKSAFSKAFRDSFYHYKSQLNTCQKNLPSTIAEKTKSHAFSWSSCLLPLAFAVSAGSLTFQSHNNHPSLCEPSNLDSRKVTIGGKASTEFVVKGTHKEVPQELIDELKAICQDNMTLDYDERFYHGKPQNSFHKAVNIPDVVVFPRSEEDVSQIVKSCNKHKVPIVPYGGATSIEGHTLSPNGGVCIDMTLMKRVKALHIRDMDVVVEPGIGWMELNEYLEPYGLFFPLDPGPGATIGGMCATRCSGSLAVRYGTMRDNVISLKVVLANGIIVKTASRARKSAAGYDLTRLMIGSEGTLGVVTEVTLRLQKIPEHSVVAMCNFPTIKDAADVAIDTMLSGIQVSRVELLDEVQVRAVNIANGKNLPEVPTLMFEFIGTEAYSHEQTQIVQRIVSEHNGSDFVFTEDPEAKKELWKIRKEALWACFAMEPNFEAMISDVCVPLSNLAELISRSKQELDASSLVCTVIAHAGDGNFHTVILFDPNEEEHRREAERLNQFMVYTALSMEGTCTGEHGVGTGKMKYLEKELGIEALQTMKRIKTALDPNNIMNPGKLIPPHVCF
>GaCKX28
MKFPQFSMLPFLMVVVMLSLSGTTLSHPHWDFLHCLSLRLANYSTISKVIYVQNNPSYSSVLNASIHNTRFSTPATPKPFAIITPLKTSHVRSTLYCSKKHGFQLRIRSGGHDVEGLSYVSEVPFVILDLLNFRAIKVDTKNEVAWVQSGATLGELYYAIAAKTNTLAFPAGMCHTVGAGGHFSGGGYGTLFRKYGLAADNIIDARMIDVNGRILDRKSMGEDVFWAIRGGGGNTFGIVLAWKIKLVPVPAVVTVFTVNKNLEQNATKIFHRWQYIAHKLPDDLFMNVWITKVNSSQVGTKTVQATFRGMLLGGVDELITLIQDKFPELGLAEENCNEMSWIESVLYFGGLPLQSVDILLDKNALPTLSLKAKSDYVKEPIPESGIEGLMSMFLEEEADNAVAMIPAFGGKMDEIPENELPYPHRAGNLFEATYIVQWTKEQNAESGKYISWSRRLYSFMTPYVSKSPREAYVNYRDLDLGINNINDYTSYEQASIWGFKYFKNNFKRLVQVKTKVDPMNFFRHEQSIPPLLSPWKKKGN
>GaCKX29
MKFLQYSVLPFLLVVVILSLSGATLAHSHGDFLLCLSLHLANSSTISKVIYMRNNPSYSSVLNASIQNTRFSTPATPKPLAIITPLKTSHIQSTIYCSKKHGLQLRIRSGGHDFEGLSYVSEVPFVILDLLNFRAVKVDTKNKVAWVQSGATLGELYYGIAAKTKTLAFPAGICPTVGIGGHFSGGGYGILIRKYGLAADHIIDAQLIDANGRILNRKSMGEDLFWAIRGGGGNTFGIVLAWKIKLVPVPAVVTVFTVNKNLEQNVTKILHRWQYIAHKLPDDLYVDVGITKVSSSQAGKKTVQVAFIALFLGGVDELIPLVQERFPELGLAKENCSEMSWAESVLYFGRAPRKSLDILLDKNVVPRTIFKAKSDYVKEPIPESGIEGFLSMFLEKEADFAAMLMVPFGGKMEEIPENELPYPHRAGNLFQASYIVGWRKEENAESGKYISWIRRFYSYMATYVSKSPREAYFNYRDLDIGSNNISGYTSYQQNNFKRLVQVKTMVDPMNFFRNEQSIPPLSSP
>GaCKX30
MLVSFPGQNNMLVLRSFMILFFSCITIKINLCFPSIPSSLKTLSIDGHFDFEQVEHAAKDFGNRYSYIPLAVLYPKSVSDIATTVNHVWQIGGGSELKIAARGHGHSLQGQAQTHRGVVINMESLQGHKMQVHTGNFPYVDVSGGELWINILRESLKHGLAPKSWTDYLHLTVGGTLSNAGISGQAFRHGPQISNVYQLEVVTGKGEVVNCSEKQNSDLFYSVLGGLGQFGIITRARISLEPAPEMVKWIRMVYTDFATFTRDQEKLISGKSTFDYVEGFVIINRTGLLNNWRSSFNPQDPLQASQFKSDGRTLFCLELAKYFNHEDMVLVNQEIKTSLSQLNHIPSTLFISEVQYMEFLDRVHISEIKLRSRGLWEVPHPWLNLFIPKSKIHSFAQEVFGNILTDTSSGPILIYPVNKSKRRCFYLVAFLSSAVPSSTGNDGLEQILIRNKRILDFCEIAGLGVKQYLPHFSTQGEWKSHFGPHWEAFTRRKSTYDPSAILAPGQRIFQKLIAYS
>GaCKX31
MKASQCFSMSLFLLILLISCPWLISANPHLNNFLGCLDSFYSNDISKVIYTQNNASYSSVLNATIQNLRFSTPATPKPLVIVTPLQTSHIQATIRCSRTNGLNLRIRSGGHDFEGLSYVSQVPFVVLDLTNFRSVKIDVKNKVAWVQSGAILGEFYSEIARRSRTLAFPAGICHTVGVGGYLSGGGYGLLLRKYGLAVDNVIDAVFIDVNGRILKRKSMGEDLFWAIRGGGGGSFGVVLSWKVKLVSVPSTVTVFTIRKTLEENATNLVHQWQSVAHKLPGDIFSAVTMRKVNRSGKPTILVAFSSFFLGDTNALIPLMKARFPELGLKKEHCTEMSWIESILYFGQIQNKSIDVLLDRSYKSPLNAPSFKTKLDYVKNPIPKAGFEKIWSKLYEEDAETAAMAFIAYGGKMAEIPESATPFPHRDGNLYHIAYTVGWDGEENTKSQRYMNWIRKFYSFMTPFVSKSPREAYVSYRDDDIGTNNKKGETSYAKASVWGRKYFKNNFDKLIYIKTKVDPHNFFKHEQSIPVSV
>GaCKX32
MGKLKAVVVVTMISTVLLSILWRATLHLEDNENFVRCLLDHSHPSHPISSAIYTPKSSSFSSVLESYIRNLRFNESSIPKPFLILTALHESHIQAAVTCGKSHGVQMKIRSGGHDYEGLSYVSTLPFFLLDMFNLRSIDVDIETETAWVQTGATLGEVFYRIAEKSKTHGFPAGVCPTVGVGGHISGAGYGNLMRKYGVSADNVLDALIIDANGRLLDRQSMGEDLFWAIRGGGGASFAVVLAYKIKLVRVPETVTVFQVDRTLEEDATDIVDQWQHVAYNLPQELFIRLMLDVVVKSSGEKTLRASFVSLFLGDSESLLSIMKERFPKLGLSKSDCIETSWVKSVLFWSNIPLETDIQVLLDRTPQTLDYLKRKSDYVREPIPKAGLESLWKKMMELEKPRMYFNPYGGKMAEIAAEEIPFPHRAGNLWKIQYLANWNEAGIEAANRYIDLTRKLHEFMTPFVSKNPRQAFLNYRDADLGSSSHGKASYSEARLNGMKWFMGNFERLVQIKTEVDPTNFFSYEQSIPLLPQQVHLDDDI
>GaCKX33
MQKHKMKSNIPIPLLFLSILFSFSWAALGLTHQQQHNSFLQCLNRHSGDANSISTVIYTQTNSSFSSVLEFSLRNARFSTPNTLKPLVIVTPSHVSYIQATINCSRTHGLQIRIRSGGHDYEGLSYVSQVPFVIIDLINLRSIDVDAENKTAWIQAGATIGELYYRIAEKSSTLAFPAGICPIVGVGGHFSGGGYGMLMRKYGLAADQIIDAQLVDVNGKFLDKNSMGEDLFWAIRGGGAASFGVVVAWKVKLVPVPSTLTVFTVNRTLKENGTMLVHKWQSVAPKIHEDLYIRLFLRAVNSSQQEGKRTIQASFVSLYLGRADELVDLMQESFPELGIVKEDCIEMSWIQSIMYFPSDIPEDAPLEILLNRTGSAGIFKGKSDYVTQTIPETALEGLWQRFYEDETESLEILFSPYGGNMDDIPETETPYSHRAGILFNIHYVVGWSEEDASESQRYINFMRRLYRYMEPYVSKSPRRAYMNYRDLDLGTNNNGPYTSYKQASKWGLPYFDKNFNRLIHVKTLVDPTNFFRHQQSIPSLSRG
>GaCKX34
MEKWRATSNLRRSLKSILNRQLSSVSEFRYLNEKRSCQSSFNLIRDCKSLGQVNAIQHRCFSSASTLVQRNPSFSTLNFDDISYFKGLLGEKSVIQDEDRLETVNTDWMHKYKGSSKLLLLPRSTEEVAQILRYCNSRCLAVVPQGGNTGLVGGSVPVFDEVIVNVSSMNNIISFDKVSGILVCEAGCILENLISFLDNQGFIMPLDLGAKGSCQIGGNVSTNAGGLRLVRYGSLHENVLGLEAVLANGDVLDMLGTLRKDNTGYDLKHLFIGSEGSLGIVTKVSILTPPKLSSVNIAFLACNDYSSCQKLLMEAKRKLGEILSAFEFLDTEAMNLVLHQFDGVRNPLPASMHNFYILIETTGSDESYNREKLEAFLLSSMEDGLISDGVLAQDINQASSFWRIREGVPEALMKAGAVYKYDLSLPVEKMYDLVDDMRIRLGDMAKVVGYGHLGDGNLHLNVSAPEYDDKILEQIEPYVYEWTSKHRGSISAEHGLGLMKANKIYYSKSAETVQTMASIKKLLDPNGILNPYKVLPHSLNS
>GaCKX35
MAISKPLLVFFSLVFYNLSFSWAALDPTYQSLLQCLSEIIPSLNVSAVIVSNNNPSFASILESPIYNARFNRTATPKPAIIITPSDESHVGFQLKIRSGGHDYEVLSYTFNKPFFLLNMYNHWDVSVDIQDYELYYYIWEKSNVHRFPAGVCPTVGVGGHISGAGYGTMIRKFGLSTDYAIDAKIVDAIRGAGGANFGVVTAYKIKLVKVPLKATVFKVERFLDDNGTEVAFKRQTNAFTTQYESQANNVKVTIMGLYLGDINGLLTLLNKDFPELRLNKENCTEMTWIDSVLWWENFDLGTPPNVLLDRNNKGTKFVKRKSDYMVQNEKVGLTCNSYGGKMDEIDPKESAFPHRKGNFYKIKHSINWDDPNNEADIKYTTQAKAVHEFMTQFVSKNPMRAYLNYTDINIGSAKTWSYEEGKVYGESYFAENFDRMVDVKIVVDPNNFFRNEQSIPPRSTKTA
>GaCKX36
MAFPSISSLFLLLLVLHFSSSTTASTCHAKSFKLNPIQEKFIQCFKANSEIPIPVSTEFFTPNNASFSTVLQSTAQNLRYLEPSVPKPEFIIMPLNESHVQAAVICSKELGIHMRVRSGGHDYEGMSYVSETESPFILVDLSKLRSVKVDIENNSAWIEAGATIGEVYYRIYEKSKIHGFPAGLCTSLGVGGHITGGAYGSMMRKYGLGVDNVIDARIVDVNGRVLDRAAMGEDLFWAIRGGAGGSFGIILQWKIQLVPVPSTVTVFTITKSLQQNGTKIFHRWIEVADNLDDDLFIRVIIQTAMINGEKTVTTSYNSLFLGEADRLVEIMQQSFPELGLTRKDCIETSWIKSVLYIAGYPSNTPPEVLLQGKSTFKNYFKAKSDFVKSNIPETALEGLWKRFMEEDTPLMIWNPYGGMMARISESETPFPHRKGNKIMIQYVSAWQDGDKNESKHIDWIRRLYNYMAPYVSMFPRTAYVNYRDLDLGTNKNASTSFIEASGWGVKYFKDNFNKLVKVKTKVDPENFFRHEQSIPPLPVEARF
>GaCKX37
MSNSMAISLLFSLLFLNISISSAASNPTYQSLLQCLSQSINPSQNVSTILFSNTNPSYASVLQAYIRNARFNTSSTPKPVIIITPLEESHVSAAVICSQKVGFQLKIRSGGHDYEGLSYVSDKPFFVLDMFNLRSISIDMTDESAWVETGATLGELYYNIWEKSNVHGFPAGLCPTVGVGGHLSGAGYGTLMRKYGLSSDYIVDAKIVNVDGKILDRKAMGEDLFWAIRGGGAASFGVVLAYKVKLVRVPETVTVFRLERLLADNATDIALKWQSIAPTTDENLFTRMLLQPVTRNRQRTMRVTVIGQYLGNADGVVALLSKDFPELGLKNENCTEMTWIDSVLWWANFDAGTPPTALIDRNVNDADFLKRKSDYVQTPISKNGLESLWQKMVELGNVGLACNAYGGRMDEIDDKETPFPHRKGNLYKIQYSVNWNEPGNETEMNRTSQAKALHEFMTQFVSKNPRRAYLNYRDIDIGVAENWSYEEGKVYGESYFAGNYERLVDVKTAVDPNNFFRNEQSIPPRTK
>GaCKX38
MAISKLLLVFFSLVFFNLSFSWAASDPTYQSLLQCLNEIIPSPNVSAVIVSNNNPSFASILESRIHNARFNRTSTLKPAIIITPSDESHVSAAVICSQKVGFQLKIRSGGHDYEALSYTSDKPFFLLDMYNLRDVSIDIPDESAWVQTGATLGELYYHIWEKSNVHGFPAGVCPTVGVGGHIGGAGYGTMIRKYGLTTDYVIDAKIVNVNGKILDRKAMGEDLFWAIRGAGGANFGVVTAYKIKLVKVPEKVTVFRVERFLDDNGTEVAFKWQTVGATTDPNLFTRMLLQPNTKDKQTTVKVTVMGLYLGDINGLLTLLNKDFPELRLNKENCTEMPWIDSVLWWANFDLGTPPNVLLDRNNKDTKFVKRKSDYVQTPIPKDGLESLWQKMVQNEKVGLTCNSYGGKMDEIDTKESAFPHRKGNLYKIQYSINWDDPSNEADIKYTTQAKAVHEFMTQFVSKNPRRAYLNYRDIDIGSAKTWSYEEGKVYGESYFAENFDRLVDVKTAVDPNNFFRNEQSIPPRSTKTA
>GaCKX39
MTPPLSTPSLLPLLLVAFNICFSLAASNSIYESFVQCLKTRSNSSDNISDIVYSHSNATYEIVLEQYIRNARFNTSSTPKPVIIITPLTESHVSAAVICSNNIGFQLRIRSGGHDFEGVSYVSDQPFFILDMFNLRSISINMADQSVWVQSGATLGELYYRIWEKSKVYGFPAGVCPTVGVGGHISGAGYGNMVRKYGLSVDYVVDAKIVDVNGNILDRKAMGEDLFWAIRGGGGASFGVILAFNIKLVEVPETVTVFKLERTLEQNATDVVYKWQSVAPTTDDNLFMRMLVQPVTLNKQKTIKISIMALYLGDVNSVVPLLAEDFPELGLVTEDCFEMSWIESALWWASFGKGTSPTVLLDRESYHVKFMKRKSDYVKTPISKDGLQWLWKKMIELEEPGLVFNPYGGKMNEIKETETPFPHRAGNLFKIQYSINWKDMGIEADKRSRSLVNRLHSYMTSFVSKNPRSAYLNYRDLDIGITKNWSYQEGKVYGESYFNGNFERLVDVKTAVDPHNFFRNEQSIPPRTIKAWNEKNGGSIPPSTSKAWNKSKPYVMIILFTAIGII
>GaCKX40
MKASSYTCFIVSIFVLFSISSAASYDPVDFDAFLQCLPKHSDHSVSIAGAILTPNNASFQSIYQLRANNLRVLLSATSRPVAIITALHPSHAQAAVICAKRHGFQLRIRSGGHDYEGLSYISDVPFVILDMFNLKSIDIDMKTETAWVQAGATTGELYYSIAKTSEVHGFPSGVCTTLGIGGHFSGGGYGFLIRKYGLSIDNVIDAQLIDAKGRILDRKSMGEDVFWAIRGGGTTSFGIILSWRIKLVRVPPRVTVFNVQRTLEQGATELAYRWQQVAPKLPKDLFIRLQPVPINNGGNNKTVSVSFIGHFLGQADELLRLMNVRFPELGLTRNDCSEMSWVESALSWAGFPNGTSIDVLLNRVQVDRVFYKTKSDYYKAVIPKQGLETLWQVLMDIEDIFVQFNPYGGRMEEISESETAFAHRGGNLFKAQYGIQWSESDGGINATGRYVEMSRRLYNAMAPYASSNPREAFFNYRDLDVGSNESGETDFEVAKEYGAKYFRNNFLRLTGVKAKIDPENFFKNEQSIPPLPTPPSH
>GaCKX41
MKISSSIFSLISIFILLLISSATSSDFDGFLQCLLQQSNSSLPIIDAILTPNNSTFQSIYQLRANNLRTFLSAISRPVAIITALHPSHAQAAVICAKRHDFQLRIRSGGHDFEGLSYTSKVPFVILDMFNLNSIDIDMSTETAWVQAGATTGELYYRIAEKSNVHGFPSGVWTTLGIGGHFSGGGVTVFTVQRTLEQGATELAYRWQQVAPKLLKDLFIRLQPVPINNGGNNNTVRVSFIGHFLGQADGLLRLMNVSFPELGLTRNHCLEMSWVESTVYCANFPNGTSIDVLLDRVQENKVFSKSKSDYYKALIPKQGLETLWQGLMDIEDILVQMNPYGGRMEEILDSETSFAHRAGNLFMVLYRVQWSESHGGINATERYVEMSRRLYEVMAPYTSSNPREAFLNYRDLDIGSNESDETDFEDAQEYGAKYFRNNFIRLAKAKATIDPENFFKNEQSIPPLPH
>GaCKX42
MKASSYTCFIVSIFVLLSISSAASYNPVDFDAFLQCLPKHSDHSVSIVGAILTPNNASFRSIYQLRANNLRILSSATSRPVAIITALHPSHAQAAVICAKRHGFQLRIRSGGHDYEGLSYISDVPFVILDMFNLNSIAIDMKTETAWVQAGATTGELYYSIAQKSEVHGFPSGVCTTLGIGGHFSGGGYGFLIRKYGLSIDNVIDAQLIDAKGQILDRKSMGEDVFWAIRGGGTTSFGIILSWRIKLVRVPPRVTVFNVQRTLEQGATELAYRWQQVAPKLPKDLFIRLQPVPINNGGNNKTVRVSFIGHFLGQADGLLRLMNVRFSELGLTRNDCLEMSWVKSSLYWAGFPNGTSIDVLLDRVQVNRVFYKSKSDYYKAVIPKQGLETLWQVLMDIEDIFVQFNPYGGRMEEISESETAFAHRSGNLFIVLYRIQWSQSDGTGRYVEMSRRLYTAMAPYASSNPREAFFNYRDLDVGSNESGETDFEVAKEYGAKYFGNNFMRLAGVKAMVDPENFFKNEQSIPPLPTPPSH
>GaCKX43
MKISSSIFPLVSIFSLLLISSATSSDFDDFIRCLPQQSNSSVPITDAILTPNNSTFQSIYQLRANNLRTFLSATSRPVAIITALHPSHAQAAVICAKRHDFQLRIRSGGHDFEGLSYTSDVPFVILDMFNLNSIDIDVSTETAWVQAGATTGELYYRIAEKSNVHGFPSGVCTTLGIGGHFSGGGYGFLMRKYGVSIDNVIDAQLIDANGRILNRKSMGEDVFWAIRGGGTTSFGIILSWRIKLVRVPPRVTVFTVQRTLEQGATELAYRWQQVAPKLPKDLFIRLQPEPINNGGNNKTVRVSFIGHFLGQADGLLRLMNVSFPELGLTRNHCLEMSWVESTLYWANFPNGTSIDVLLDRVQENRVFSKSKSDYYKALIPKQGLETLWQGLMDIEDIFVQMNPYGGRMEEISDSETAFAHRAGNLFMVLYGVQWSESEGGINATERYVEMSRRLYEAMARYASTNPREAFFNYRDLDIGSNESDETDFEDAQEYGAKYFRNNFIRLAKAKATIDPENFFKNEQSIPPLPH
>GaCKX44
MKISSSIIPFISIFILLSISSVTPSDSDDFDDFLRCLPKQSDSSIPIANAILTPNSSSFQYIYQLRASNLRPLLSATSRPVAIITALHPSHAQAAVICAKRHDFQLRIRSGGHDFEGLSYTSDVPFVILDMFNLNSIDIDMSTEIAWVQAGATTGELYYRIAEKSNVHGFPSGVCTTLGIGGHFSGGGYGFLMRKYGLSIDNVIDAQLIDANGRILNRKSMGEDVFWAIRGGGTTSFGIILSWRIKLVRVPPRVTVFTVQRTLEQGATELAYRWQQVAPKLPKDLFIRLQPEPINNGGNNKTVRVSFIGHFLGQADGLLRLMNVSFPELDLTRNDCLEMSWVESTLYWAGFSNGTSIDVLLNRVAENKVFAKDKSDYYKAVIPKQGLETLWQVLMDIENIFVQMNPYGGRMEEISDSETAFAHRAGNLFKVLYGIQWSESEGGVNATARYVELSRRLYNAMAPYASSNPREAFINYRDLDIGSNESDKTDFEDAKEYGAKYFRNNFIRLAGVKAKIDPEYFFKNEQSIPPLPSH
>GaCKX45
MLNPKCVHFLTLLISLLSLPSPTISQSSSLTNFLHCLHYGSDPMVSQSIYIASNPAFQTILQARIKNRRFLNPETLKPVAIVVPTHIDHVQGTVICAKDNGLQIRIRSGGHDYEGLSYRSNVTFIILDMSNFRSIDIDIKTETAWVQSGATLGELYYHIANKTNTHGFPSGVCPTVGIGGHFSGGGYGNLMRKYGLSVDNILDIIAVDALGNVHDRASMGEDLFWAIRGGGAASFAVVVSYKIKLVRVPNKVTVFTKGFTLEQGATDLVHKWQQIAPNINEELFIRVKLQPSFINGNQTVTATFIGFFLGRREKLLPIISKTFPELNLTQQDCHEMRWVETTLFWAGFPIGTPIETLLNRTIWTPLFFKNKSDYVKNVIPKESLNKIWKMTMAMMDRNDINKTRFDLECSPYGGKMNVIPESNTPFPHRKGNLFLIQYSFSWIDEGNNVSFNNIEKLRKLYDGMAPYVSKDPRECFLNYRDLDIGSSRSNETSFDDAKIYGRKYFKDNYTRLTKVKASVDPNDFFKYEQSIPPIN
>GaCKX46
MGFLSLVIIFLLCISMANSDHLKQNKTILQCLTNHSIASPSISSVTFFPTDPSFTSTLQSYIRNLRFTSTTTPKPLFIVVPSHVSHIQASIICCKTHGLEMRIRSGGHDYDGLSYVSKAPFMILDLFNLRSVSVDNGTAWVESGATLGELFYAISQKSKTHGFPAGVCPTVGVGGHFSGGGYGNMMRKFGLSVDNVIDAKLVDVNGNVLDRESMGEDLFWAIKGGGGASFGIIISWKIKLVSVPEIVTVFKIEKTLEQGVTGIVHKWQYIADKIDPNLFVRVVLLPVNKKHLQSIKAKFIGLFLGNGQELISLMNETFPELGLSFDQCIEMSWIESILFWSNYPKGTSLDVLLDRQPQQEKYLKKKSDYVQEPISKENLEGIWNKMIELKRPALTLNPYGGKMSEISEFETPFPHRAGNIYKIQYSVTWKDDGVEASDRSLDQIRKLYDYMTPYVSKSPRSSYLNYRDVDIGINENGNASYSEGVIWGRMYFKGNFQRLVQVKSKVDPGNFFRYEQSIPCLGSWKSITAE
>GaCKX47
MFRSLSLKRSFKTHLKTLIHCPQQPPPPPPPPSPVLFSSIRALSTASSPPSSSSDSELRKYLGYTALLAFCGVATYYSFPFPENAKHKKAQLFRYAPLPEDLHTVSNWSGTHEVQTRHFHQPENLKQLEELVKESNEKRVKLRPVGSGLSPNGIGLARGGMVNLALMDKVLEVDKEKKRVRVQAGIRVQQLVDEIKDYGITLQNFASIREQQIGGILQVGAHGTGAKLPPIDEQIISMKLVTPAKGTIELSKEKDPELFYLARCGLGGLGVVAEVIIQCVERQELVEHTTVSNLKDLKKNHKKMLSESKHVKYLYIPYTDTVVVVTCNPVSKWRGPPKFKPKHTTDEAMQDIRELYKESLKKYRARDITNKSSDSDEPNINEFSFTELRDKLLSLDPLNKDHVMKVNHAEAEFWRKSEGYRVGWSDDILGFDCGGQQWVSETCFPAGTLSKPSMKDLEYIEELKKLIETNELPAPAPIEQRWTARSQSPMSPASSSAEDDIFSWVGIIMYLPTMDARQRKEITEEFFHYRHLTQSQLWDKYSAYEHWAKIEVPKDKEELEALQARLKARFPVDAYNKARRELDPNRILSNNILEKLFPLSDTV
>GaCKX48
MKSLQFSMLLLSLVLAALLSFSTGALPQEDFLRCLSLRSNDSSTISSVIYTRNNPSYSTVLESTIRNLRFNSTNTPKPLVIVTPSRTSHFQATIYCSRKHGLQIRTRSGGHDYEGLSYVSKVPFVVVDLVNFRTVDVDVENRVAWVQAGAILGEIYYRIAEKSRTLAFAGGIFHSIGVGGYISGGGFGLLFRKYGTAGDNVIDAQFIDVNGRILDRKSMGEDLFWAIRGGGGGSFGIVLAWKLKLVPVPAIVTVFSVNRTLEQNATQLILRWQEIAHQLPDEMNPDVTMLSVNSTQDGSKTILASFSSLFLGTIDELLPIMQQRFPELGLSRQDCSEMSWIESVLYFNQLQNQPLEILLNRTFRTSVGGQYYKIKSDYVKEPISETALNGLFSRLSDEEASSAFIIFMAYGGIMDRIPEDATPFPHRAGNLYKIYYDVNWQEQDNVNSQKYIDWSRRVYNYMTPFVSKSPREAYANYRDLDIGSNNVGITSYRQASVWGRKYFKNNFDRLVQVKTKIDPQNFFKHEQSIPPLH
>GaCKX49
MKFLQFSMLLLPILLDALLSFSMGASTHQDFLQCLSLRSNDSTSISNVIYTRNNSSYSFVLESTIRNLRFNLTDTPKPLVIITPSRTSHFQATIYCARKHGLQIRTRSGGHDYEGLSYVARVPFVVVDLVNFRSVDVDVENRVAWVQAGAILGEVYYRIAEKSRTLGFAGGIYFTIGVGGHISGGGFGLLFRKYGLACDNVIDAQFIDVNGRILDRKSMGKDLFWAIRGGGGGSFGIVLAWKVALVPVPPTVTAFSISRALEQNATQLILRWQDIAHQLPDEMNPDVTMFSFNSTQDGRKTILVSFSSLFLGTIDELLPIMQQRFPELGLSGQDCIEMSWIEAVLYYNQLQNQPLETLLNRTFRTPSGGQYYKIKSDYVKEPISETGLNGLFSRLSDEEASSAVIIFMAYGGIMGRIPEDATPYAHRAGNLFKIYYNVNWQEQDNVNSQKYIDWSRRVYKDMTPFVSKSPREAYANYRDLDLGSNNVGITSYTQASIWGRKYFKNNFDRLVQVKTKIDPENFFKHEQSIPPLF
>GaCKX50
MGASYHEDFLQCLSLRSNDSTSISNVVYTRNNSSYSSVLESTIRNLRFNSTDTPKPLVIVTPSRTSHFQATIYCARKHRLQIRTRSGGHDYEGLSYVAKVPFVLVDLVNFRSVDVDAENRVAWVQAGEIVGEVYYRIAKKNRTLAFPGGVYYTIGLGSFISSRGFGLLFRKYDTGGDNVIDAQLIDVNRRILDRKSMGEDLFWVI
>GaCKX51
MTPYVSKSPREAYSNYRDLDIGANKINNDKESYAEARVWGLKYFKNNFDRISASAQPAEEFLRCLSIRFHNSSSIAKLVYTHHNSSYFSVLKSSAQNFRFTTPSTSTPLAIVTPFHASHIQATVYCCRKHGLQVRTRSGGHDFEGLSYTTAYKVPFVVIDLVNLRSVQVNVEKATGWVESGATVGELYYEIARKSRTLAFPAGIGHTVGIGGQLSGGGLGSLFRKYGLASDNVIDARLIDAYGRILDKKSMGEDLFWAIRGGGGGSFGIVLAWKLKLVPVPANVTACTVSKTLEQNATKLVHQWQSIARKFPKEIQSSIAIARVNSSEDGKMTIQASYGSVFLGSIDELIPLMEEKFPELGLVKEDCLEMTWAESVLYSALSIIGLPLETLLNRTQKSALSQTFFKAKSDFVKQPISESGFEGLWPKFYEDEAKSAVMVLVAYGGKMDEIPETEYPYPHRAGNLYSILYVVNWEEEENKNSEKFMNWMRRVYSYMTPYVSKSPREAYVNYRDLDIGTNKFNDEKGSYTEGKVWGLKYFKNNFDRLVYVKTKVDPQNFFSHEQSIPPLS
>GaCKX52
MFPFLFVVLLSLSWRINASALPVQEFLHCLSLRSPNSSIAKLVYTQNNSSYSSVLKSAAQNFRFTTPSTPTPLAIVTPLHASHIQAAVYCCRKHGLQVRTRSGGHDFEGLSYASAYKVPFVVIDLVNLRSVRVNVEKATAWVESGATVGELYDEIARKSKTLGFPAGICPTLGVGGHLSGGGYGLLFRKYGLGADNVIDARLIDVKGRILDKKSMGEDLFWAIRGGGGGTFGIVLAWKLKLVAVPANVTVFTVRKTLEQNATKLVHRWQSIAHKFPKEMHLSIAIARANSSEDEEKMTIQASFTSTFLGSIDELIPLMEEKFPELGLVKEDCLEMSWAESNLYSFLFLLRSPSETLLNRNQKSSISKTFFKAKSDFVKQPIPESAFEGLWSKFYEDEAKSAIMVFVAFGGKMDEILETEYPYPHRAGNLYTILYTVDWEEKENINSEKFMSWMRRVYNYMTPYVSKSPREAYINYRDLDIGTNKINNRKRSYAKARVWGVKYFKNNFNRLVNVKTIVDPQNFFRHEQSIPPLFLLWKRSDHKKHLSS
>GaCKX53
MFPSLFVILLSVSWKSSSTLAYPSEGFLHCLSLHFANSTSISKLVYTQRNSSFSSVLKSSAQNFRFTTPSTPTPLFIITPLQPSHIQAAIYCSRIHGLHVRTRSGGHDFEGLSYTTANYIIPFVVIDLVNLRSVQVDVEKATAWVESGATIGELYYGIAQKSRTLAFPAGLFYTVGVGGQFSGGGYGPLFRKYGLAADNVIDARLIDAKGRILDRKSMGDDLFWAIRGGGGGSFGIVLAWKLKLVAVPANVTVFTVRKTLEQNATKLVHRWQSIAHKFPKELLMSIFISSVKSSEADKKMTIQANFSSMFLGSIDELVPLMEERFPEFGLVRDDCLEMSWVEAILSAQGRVQLETLLERHQKTGVSQTFFKAKFDYVKQPIPEMGLEGLWPMFYEEEAKMANIFLVAYGGKMDEIPETEIPFPHRAGTIYSIIYVVDWDEKDNRNSKRFLNWIRRVYDYMTPYVSNSPREAYVNYKDLQIGSNNMFSCKGSYAQAKIWGRKYFKNNFDRLVYVKTKVDPENFFRHEQSIPPLSCF
>GaCKX54
MFPFLIVVLFSLSWKISDSTQPAEEFLHCLSLRFHNSSSISELVYTQHNSSYSSVLKSSAQNFRLSTPSTPTPLVIITPLHASHIQATVHCCKKHGLQLRIRSGGHDFEGLSYTTTYEVPFVVIDLLNLRSVRINVEKGTAWFESGAKVGELYYEIAKRSRTLAFPAGIGHTVGVGGHLSGGGFGLLFRKYGLAADNVIDARLIDVKERILDRKSMGEDLFWAIRGGGGGSFGIVLAWKLKLVAVPAIVTVFTVSKTLEQNATKLVHRWQYIAHKLPKEIHMSIGISRVKSNENEKMTIQASFRAVFLGSTDELLPLMEEKFPQLGIVKEDCFEMGWAESNLYSTQFPIGVPLETLLNRNRKSILSKLFFKAKSDYVKQPIPETTFEGLWTKFYKEEAQSAIMVFVAYGGKMDEILETETPFPHRAGNLYSISYMVDWEEEENKNPEKFMSWIRRIHNYMTPYVSKSPREVYVNFRDLDIGTNEINDKENSHEQAKIWGIKYFKNNFDRLVNGKTMIDPENFFRHEQSVPPLPCLLKKGANSNSLGSL
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MTLPTNLSIINNVIACNTFQCSHNIDPEIKLNMFPFLLLILLSLTWRISASAQPAEEFLRCLSLRFHNSSSIAKLVYTFTTPTPTPLAIVTPFHASHIQATVYCCRKHGLQVRTRSGGHDFEGLSYTTAYKVPFVVIDLVNLRSVQVNVEKATAWVESGATVGELYYEIARKTRTLAFPAGIGHTVGIGGQLSGGGLGPLFRKYGLASDNVIDARLIDAYARILDKKSMGKDLFWAIRGGGGGSFGIVLAWKLKLVLVPANVTACTVSKTLEQNATKLVHQWQSIARKFPKEIQSSIAIARVNSSEDGKMTIQASYGSVFLGSIDELIPLMEEKFPELGLVKEDCLEMSWAESILYGALSIIGLPLETLLNRTQKSALSQTFFKAKSDFVKQPISESGFEGLWPKFYEDEAKSAVMVLVAYGGKMDEIPETEYPYPHRAGYLYSILYVVNWEEEENKNSEKFLNWMRRVYSYMTPYVSKSPREAYVNYRDLDIGTNKFNHDKGSYTEAKVWGLKYFKSNYDKLVYVKTKVDPQNFFKHEQSIPPLF
>GrCKX31
MIAYLGRIVHNNDAESKLDDDVSSISKSLDLQGSIENGDVSSLASKDFGGLYSVKPLFLIKPSGAEDISRVVKLASRTSNLTVAARGNGHSINGQAMAEGGLVIDMCSTEKNHFEFLPINGSHYIDVSGGALWEDVLTRCVSRYGYAPRSWTDYLSLTVGGTLSNAGVSGQAFRYGPQTSNVTELEVVTGKGEITVCSETLNSELFFGVLGGLGQFGIITRARIKLQQAPDMVRWIRVVYSEFEEFTRDAEFLVTQKEGESFDYVEGFVFCNNDDPFNGWPSVPLDPGHEFNPTHISQTAGSVLYCLEVAFHYRNSDHPTVDTAVNGLLGRLRFVEGLKSQVDVSYTKFLLRVNRAEEQVKANGTWDGPHPWLNLFVSKSDVVNFDRTVFKTMLKDGVGGPMLIYPLLRSKWDDRTSVVLPEGEIFYIVALLRFVPNGPSVEKSVAQNREIVNWCIKVGLDFKLYLPHYQSKEDWERHFGNRWSRFVERKASFDPMAILAPGQNIFRRDLPNIIIGREF
>GrCKX32
MRGLPILVSIILFSISLVTSKSYPNSVVDNFLQCLPKHYRNPSKPIAKAIYTPTHPSFQSVYELHTYNLRVLTQANATHKPMAIVAALHESHVQAAVICAKESGLQVRIRSGGHDYEGLSFSSSVPFVIIDLSNLRSIKIDMKTETAWVQAGATTGELYYRIAEKSKVHAFPAGVCTTLGIGGHFTGGGYGNMLRKFGLSIDNVVDAQLINAKGRILNRKSMGEDVFWAIRGGGGTSFGIILSWKIKLVRVPPKVTVFQVAKTLEQGATVLVHKWLQVSHKLDKDIFIRIMPVTVAGTGNGNSTVRVSFIGHYLGRTNRLLPLVNASFPELGLQRKDCTEMSWIESTLYWAGFPNGTSTDVLLNRVPNKVFFKTKSDYLKNVMPKAGLETLWKVMMEIGNMWMQMSPYGGRMAEISESETAFAHRAGTLYLVQYTAHWSEGSSEATKKYVELMRKLYAEMAPYVSTKPREVFLNYRDLDIGSNNTDFEAAKVYGAKYFKGNFQRLAEVKAKIDPHNFFKNEQSIPPFPSF
>GrCKX33
MATKLLLTFAICRLIVTVGLTLDPTELLLLGVDAQLSVDPTDVKAASLDFGLLTGAQPPLAVMHPASSQDVAQLVKAAYGSNFGFTVSARGHGHSINGQAQTANGVVVQMSGSIGGSGVASGRKPPHPRVWPQERFVDVWGGELWIDVLRSTLQHGLAPKSWTDYLYLSVGGTLSNAGISGQAFNHGPQISNVHELDVVTGKGELLTCSEEQNSEMFHAVLGGLGQFGIITRARISLEPAPQRVRWIRVLYSNFSTFTRDQEYLISLHEQPASQKFDYVEGFVIVDEGLINNWRSSFFSPHNPVKISSLEPNGGVLYCLEIAKNYHESTASTIDQEVESLLKKLNFIPASVFTTDMPYVDFLDRVHKAELKLRSKGLWEVPHPWLNLFVPKSKIADFDKGVFKGILGNKTSGPILIYPMNKNKWDHRSSAVTPDEDVFYLVALLRSALDNGEETHSLEYLTNQNRQILRFCDEAGITVKQYLPHYKTHQEWVDHFGNKWDRFYRLKMEFDPRHILASGQQIFTPTNMASWQ
>GrCKX34
MATKLLLTFAICRLIVTVGLTLEPTELLRLGLTVDPFDVESASADFGLMTKVEPLAVLRPSSAKDVAQFVKAAYESSHGFTVSARGHGHSINGQAQTGTGVVVQMSGVGSGGKPRVWGDDMYVDVWGGELWIDVLKSCLAYGLAPKSWTDYLYLSVGGTLSNAGISGQAFHHGPQISNVHELDVVTGKGELMTCSKEQNPELFHAVLGGLGQFGIITRARISLEPAPQRVRWIRVLYSNFSAFTKDQEYLISLHGNQKFDYVEGFVIVDEGLINNWRSSFFSPRNPVKISSLGSNNNGGVLYCLEITKNYHESTAETIDQEIEALLKKLNFIPTSVFTTDLPYVDFLDRVHKAELKLRSKGMWEVPHPWLNLFVPKSKIADFDRGVFKGILGNKTSGPILIYPMNKNKWDDKSSVVTPDEDVFYLVAFLRSALDNGEETQSLEYLTNQNRQILKFCDEDGMKVKQYLPHYKTQSEWKEHYGSKWDRFQRMKMKFDPRHILASGQNIFTPTFLSSSNMMVMDIPIPIKQKARESIDF
>GrCKX35
MAVALPSFLTAIMIMSRLMAFIGITRNNDMSSKLQALDIAPKLSYDPSAIESASQDFGHIVKAVPQAVFLPSSPWDIASLVNFSYRNSVPFIIAARGNSHSVNGQAMAKNGVVIDMTSMKNGNGTGIRIASDGSYADVGGQQFWIDVLNATLGLGLTPVSWTDYLYLTVGGTLSNAGISGQTFRYGPQISNVYEIDVITGTADFVTCSPNNNSDLFYAALGGLGQFGIITRARIPLEPAPKRVKWVRMLYTDFSDFTRDQELLISKNGRNDNKALNYLEGSLLLDQGSLDNWRSSFFQPQDQPKIISLITKFRIVYCLEIVKHYDGQTKTTVDKDLQQLLKGLSYLPGFMFEKDAKYEEFLNRVHSEELKLKAKGLWDVPHPWLNLFIPKSKISDFNDGVFKSIVLQRNITTGPVLVYPMNRKKWDDRMSAVIPDEEIFYTVGLLQSSGFDDWRTFEAQNKEILQFCEKAGIKVKQYLPHYTTKEGWVNHFGSKWSTFQKRKLQFDPKLLLSPGQRIFNNNE
>GrCKX36
MIACLGRIVHDSDAESKLDDDVSTIFNSLNLQGSIENGDVSGIASKDFGGLYSFKPLYLIRPSGAEDISRIVKAAAGTPHLTVAARGNGHSINGQAMADGGYVIDMRSTGENHFKLLTVNGSPCIDVSGGALWEDVLRRCVSRFGLAPRSWTDYLSLTVGGTLSNAGVSGQAFRYGPQTSNVTELEVVTGKGDITVCSETQNPELFFGALGGLGQFGIITRARVKLQPAPDMVRWIRVVYAEFEEFTRDAELLVSQKEDESFDYVEGFVFCNNDDPVNGWPSVQLNPDQEFNPAHLPQTAGPVLYCLELGFHYRNSDQPSTVDMAVSRLVRGLGFVDGLISQVDVSYMGFLLRVKRAEQDAKANGVWDNPHPWLNLFVSKSDIVDFDRTVFKKMVKNGIGGPMLIYPLLRSKWDSRTSVALPEGEIFYIVALLRFVPKGPSVEKKVAENREIVKWCIKEGLDFKLYLPHYRAKEDWKRHFGNQWTRLEKRKANFDPMAILAPGQRIFKRTNQ
>GrCKX37
MAFSSTMILPLLLVLLSAFSATSKSVQENFMQCLDANSEHPIPISAFCSQTNSSFTSVLNSTAQNLRYLMPLVPKPEFIFIPVYESHAKSAVICAKRLAIHLRFRSGGHDYEGLSYASEIETPFILIDLNQLRSINVDVDDNSAWVQAGATVGEVYYRISEKSKTHGFPAGLCSSLGIGGHITGGAYGSMMRKYGLGADNVLDARIVDVNGEILDRAAMGEDLFWAIRGGGGASFGVILAWKIKLVAVPETVTVFTVPKTLEQGATKILYRWQQVADKLDDDLFIRVVIQVTKTSLKGKRTVTTAYNALYLGDAERLLQVMDQSFPELGLARKDCIETSWIKSVLYIAGFPSETPPEVLLEGKSLFKNYFKAKSDFVQQPIPETALEKLWEMLLEEESPLMIWNPYGGMMANISDSAIPFPHRKGNLFKIQYVTSWYEGSKDATRKHMDWIKGLYDYMSAYVPTSPRGAYVNYRDLDLGMNHNNASYTEASVWGAMYFKGNFRRLVKIKSKVDPGNFFRHEQSIPVVLDRA
>GrCKX38
MAISWPLVVSLLLSISSLATSASNSDSVHEAFVQCLLDNSHPSHPISEAIFTPQSRSYATVLQSYVRNLRFNETYTPKPFLILTALYQSHIQAAIICAKKGNIQMKIRSGGHDYDGLSYVATVPFFVLDMFNLRSIDIDMETETVWVQSGAILGELSYRISELSKTHGFPAGVCPTVGVGGHFTGGGYGNMMRKYGLTVDNIVDAYFIDVNGRIHDRKSMGEDLFWAIRGGGAASFGVVLAYKIKLVRVPEIVTVFRVEKTLEDNATDIVDQWQHVASKLPKELFVRLVIDVVNSSTRTGGSTVRVSFISLFLGDSKTLVSIMNENLPLLGLSQSDCIETSWIRSVLFWTNITIDSPTDVLLNRTPSLSYLKRKSDYVKQPIPKTALEGIWEKMIELQPAQMIFNPYGGRMAEIASTATPFPHRAGNLWKIQYLANWNQGGAETAQRYIELTRKLHRYMTPFVSKNPREAFLNYRDIDLGVNHNDRGSYLEGRVYGIKYFKGNFNRLVHIKTKFDPTNFFRNEQSIPTLPH
>GrCKX39
MNSSSSKLFILSTSFLLSISSITSNSVLDNFLQCLPIHSNTSNPITNSIYVPNNSSFQYLYELRANNLRIISSSTISKPLAILTARHASHVQAAVICAKIHSIQLRIRSGGHDYEGLSYRSDIPFVILDLFNLRSIKINITSETAWVQAGATTGELYYKIAEKSKVHGFPSGVCTTLGIGGHFTGGGYGNMIPKYGLSIDNVIDACLIDVNGTIHNRKSMGEDVFWAIRGGGGTSFGVILSWKIKLVHVPRKVTVFKVQRTLDQGATDIAYSWQHIAPKLPKYLFIRLQPEPITIGNGNKTIRVSFIGQFLGRSRKLMNLMNEEFPELRLQQNDCIEMSWVESTLFWAGFTNGTSIDVLLNRVVENKVFFKTKSDYYKNVIPKQGLVMLWEMLMDIGNIFVQLNPHGGRMDEISETETAVHQRGGYLFKVQYTVYWSESDGGIGAAKRYVEMSRRLYGAMAQYASSDPREAFLNYRDLDIGCNESNDTDFGVAEVYGTKYFNNNFMRLARVKAMVDPENFFKNEQSIPPLPSSH
>GrCKX40
MPNPMRPYLLLSVVFFFNLYHSMAVPDPTHQALLQCLTQSIPTDTASSIIVSKSNPSYNSVLRAYIRNARFNTSSTPKPLIIITPLDESHVSAAVICSQKLGFQVKIRSGGHDYEGLSYVFDKPFFVLDMFNLRSITVNMADETAWVGAGATLGELYYNIWKNSKVHGFPAGVCPTVGVGGHLSGAGYGTLIRKYGLSVDHVVDAKLVDVNGKILDRKTMGEDLFWAIRGGGAASFGVVLSYKIKLVPVPETVTVFRIERLLTENATDITFKWQTIAPTTDENLFMRMLLQPVTRNKKKTARISVIALYLGDSDSLVSLLQKDFPELSIGKSNCNETTWIDSVLWWANFDLGTPPTALLDRDLNDAGFLKRKSDYVQTPIPKSGLESLWQKMIELGKVGMVFNAYGGRMDQIKPDETPFPHRAGNLYKIQYSVNWDQPGSEADKNFTTQAKLLHDFMTPFVSKNPRSAYFNYRDIDVGSTKKWSYEEGRVYGESYFNGNYERLVDVKTAVDANNFFRNEQSIPPRSSSILHSSYGSATCIIIAVHTCWYYIVFIFSLCSDLF
>GrCKX41
MGFQSLVIIFLLCISMANSDHLKQNKTILQCLTDHSIASPSISSVTFFPTDPSFTSTLQSYTRNLRFTSTTTPKPLFIVVPSHVSHIQASIICCKTHGLEMRIRSGGHDYDGLSYVSKAPFMILDLFNLRSVIVDNGTAWVESGATLGELFYAISQKSKIHGFPAGVCPTVGVGGHFSGGGYGNMMRKFGLSVDNVIDAKLVDVNGNVLDRESMGEDLFWAIKGGGGASFGIIISWKIKLVSVPEIVTVFKIEKTLEQGVTGIVHKWQYIADKIDPNLFIRVVLLPVNKKHLQSIKAKFIGLFLGNGQELSSLMNEAFPELGLSFDQCIEMSWIESILFWSNYPKGTSLDVLLDRQPQQEKYLKKKSDYVQEPISKENLEGIWNKMIELKRPALTLNPYGGKMSEISEFETPFPHRAGNIYKIQYSVTWKDDGVEASGRSLDQIRKLYDYMTPYVSKSPRSSYLNYRDVDIGINENGNASYSEGVIWGRKYFKGNFERLVQVKSKVDPGNFFRYEQSIPCLGSWKSITAE
>GrCKX42
MLNPKCFNFLTLFISLLSLPSPTISQSSSLTNFLHCLHYGSDPIVSQSIYIASNPAFQTILQARIKNRRFLNPETLKPVAIVVPTRIDHVQGTVICAKDNGLQVRIRSGGHDYEGLSYRSNVTFIILDMSNFRSIDIDVKTETAWVQSGATLGELYYHIANKTNMHGFPSGVCPTVGIGGHFSGGGYGNLMRKYGLSVDNILDIIAVDALGNVHDRASMGEDLFWAIRGGGAASFAVVVSYKIKLVRVPNKVTVFRKGFTLEQGPTDLVHKWQQVAPNINEEFFIKVKLEPSFINGNQTVTATFIGFFLGRREKLLPIISKTFPELNLTQQDCHEMRWVETTLFWAGFPIGTPIETLLNRTIWTPLFFKNKSDYVKNVIPKESLNKIWKMTMAMMNRNDINKTRFDLECSPYGGKMNVIPESNTPFPHRKGNLFLIQYAFSWTDEGNNVSFNNIKKLRKLYDGMAPYVSKDPRECFLNYRDLDIGSNRSNETSFDDAKIYGRKYFKDNYTRLTKVKASVDPNNFFKYEQSIPPIK
>GrCKX43
MKISSSIFPIISIFILLSISSVTPSDSDDFDDFFQCLPKQSDSSIPITDAILTPNNSSFQYIYQLRANNLRTFLSATSRPVAIITALHPSHAQAAVICAKRHDFQLRIRSGGHDYEGLSYTSDVPFVILDMFNLNSIDIDMSTETAWVQAGATTGELYYRIAEKSNVHGFPSGVCTTLGIGGHFSGGGYGFLIRKYGLSIDNVIDAQLIDANGRILNRKSMGEDVFWAIRGGGTTSFGIILSWRIKLVRVPPRVTVFTVQRTLEQGATELAYRWQQVAPKLPKDLFIRLQPEPINNGGNNKTVRVSFIGHFLGQADGLLRLMNVSFPELGLTRNDCLEMSWVESTLYWAGFSNGSSIDVLLDRVAVNKVFAKEKSDYYKAVIPKQGLETLWQVLMDIEDIFVQMNPYGGRMEEISDSETAFAHRAGNLFKVLYGIQWSESEGGVNATARYVELSRRLYNAMAPYASSNPREAFINYRDLDIGSNESDETDFEDAKEYGAKYFRNNFIRLADVKAKIDPKNFFKNEQSIPPLPSH
>GrCKX44
MKISSSIFSLISIFILLLISSATSSDFDDFIRCLPQQSNSSLPITDAILTPNNSTFQSIYQLRANNLRTFLSATSRPVAIITALHPSHAQAAVICAKRHDFQLRIRSGGHDFEGLSYTSDVPFVILDMFNLNSIDIDMSTETAWVQAGATTGELYYRIAEKSNVHGFPSGVCTTLGIGGHFSGGGYGFLMRKYGVSIDNVIDAQLIDANGRILNRKSMGEDVFWAIRGGGTTSFGIILSWRIKLVRVPPRVTVFTVQRTLEQGATELAYRWQQVAPKLPKDLFIRLQPEPINNGGNNKTVRVSFIGHFLGQADGLLRLMNVSFPELGLTRNDCLEMSWVESTLYWANFPNGTSIDVLLDRVQENRVFSKSKSDYYKALIPKQGLETLWQGLMDIEDIFVQMNPYGGRMEEISDSETAFAHRAGNLFMVLYGIQWSESDGGINATERYVEMSRRLYDAMAPYASSNPREAFLNYRDLDIGSNESDETDFEDAQEYGAKYFRNNFIRLANAKATIDPENFFKNEQSIPPLPH
>GrCKX45
MIASSYICFIVSIFVLLSISSAASYDPVDFDAFLQCLPKHSDHSVSIAGAILTPNNASFQSTYQLRANNLRILLSATSRPVAIITALHPSHAQAAVICAKRHGFQLRIRSGGHDYEGLSYISDVPFVILDMFNLKSIDIDMKTETAWVQAGATTGELYYSIAQKSDVHGFPSGVCTTLGIGGHFSGGGYGFLMRKYGLSIDNVIDAQLIDTNGRILDRKSMGEDVFWAIRGGGTTSFGIILSWRIKLVRVPPRVTIFTVQRTLEQGATELAYRWQQVAPKLPKDLFIRLQLVPINNGGNNKTVTVSFIGHFLGQADGLLRLMNVRFPELGLTRNDCSEMSWVESALNWAGFPNGTSIDVLLNRVQVDRVFYKTKSDYYKAVIPKQGLETLWQVLMDIEDIFVQFNPYGGRMEEISESETAFAHRRGNLFKAQYGIQWSESDGGINATGRYVEMSRRLYNAMAPYASSNPREAFFNYRDLDIGSNESGETDFEVAKEYGAKYFMNNLMRLASVKAKIDPENFFKNEQSIPPLPTPPSH
>GrCKX46
MTPPLSPPSLLPLLLVAFNICFSLAASNSVYESFVQCLKTRSNSSDNISDIVYSHSNATYETVLEQYIRNARFNTSSTPKPVIIITPLTESHVSAAVICSNNIGFQLRIRSGGHDFEGLSYVSDQPFFILDMFNLRSISINMADQSVWVQSGATLGELYYRIWEESKVYGFPAGVCPTVGVGGHISGAGYGNMVRKYGLSVDYVVDAKIVDVNGNILDRKAMGEDLFWAIRGGGGASFGVILAFNIKLVDVPETVTVFKLERTLEQNATDVVYKWQSVAPTTDDNLFMRMLVQPVTLNKQKTIKISIMALYLGDVNSVVPLLVEDFPELGLVTEDCFEMSWIESALWWASFGKGTSPTVLLDRESYHVKFMKRKSDYVKTPISKDGLQWLWKKMIELEEPGLVFNPYGGKMNEIKETETPFPHRAGNLFKIQYSINWKDMGIEADKRSRSLVNRLHSYMTSFVSKNPRSAYLNYRDLDIGITKNWSYQEGKVYGESYFNGNFERLVDVKTVVDPHNFFRNEQSIPPRTIKAWNEKNEGSIPPSTSKAWNKSKPYVMIILFMAIGHII
>GrCKX47
MEISKPLLVFFSLVFFNLSFSWAAPDPTYQSLLQCLSEIIPSPNVSAVIVSNNNPSFASILESRIHNARFNRTSTLKPTIIITPSDESHVSAAVICSQKVGFQLKIRSGGHDYEALSYTSDKPFFLLDMYNLRDVSVDIPDESAWVQTGATLGELYYHIWEKSNAHGFPAGVCPTVGVGGHIGGAGYGTMIRKYGLTTDYVIDAKIVDVNGKILDRKAMGEDLFWAIRGAGGTNFGVVTAYKIKLVKVPEKVTVFRVERFLDNNGTEVAFKWQTVGATTDPNLFTRMLLQPNMKDKQRTVKVTVMGLYLGDINGLLTLLNKDFPELRLNKENCTEMPWIDSVLWWANFDLGTPPNVLLDRNNTDTKFVKRKSDYVQTPIPRDGLESLWQKMVQNEKVGLTCNSYGGKMDEIDPKETAFPHRKGNLYKIQYSINWDDPSIEADIKYTTQAKAVHEFMTQFVSKNPRRAYLNYRDIDIGSAKTWSYEEGKVYGESYFAENFDRLVDVKTAVDPNNFFRNEQSIPPRSTKTA
>GrCKX48
MSISMAISLLFSLLFLNISISSAASNPTYQSLLQCLSQSINPSQNVSTILFSNTNPSYASVLQAYIRNARFNTSSTPKPVIIITPLEESHVSAAVICSQKVGFQLKIRSGGHDYEGLSYVSDEPFFVLDMFNLRSISIDMTDESAWVETGATLGELYYNIWEKSNVHGFPAGLCPTVGVGGHLSGAGYGTLMRKYGLSSDYIVDAKIVNVDGKILDRKAMGEDLFWAIRGGGAASFGVVLAYKVKLVRVPETVTVFRLERLLADNATDIALKWQSIAPTTDENLFTRMLLQPVTRNRQRTMRVTVNGLYLGNADGVVALLSKDFPELGLKNENCTEMRWIDSVLWWANFDAGTPPTALLDRNVNDADFLKRKSDYVQTPISKNGLESLWQKMVELGNVGLACNAYGGRMDEIDDKETPFPHRKGNLYKIQYSVNWNEPGNETEMNRTSQAKALHEFMTQFVSKNPRRAYLNYRDIDIGVAENWSYEEGKVYGESYFAGNYERLVDVKTAVDPNNFFRNEQSIPPRTK
>GrCKX49
MEKWRATSNLRRSLKSILNRQLSSVSEFRYLNEKRSCQSSFNLIRDCKSLGQVNAIQHRCFSSASTLVQRNPSFSTLNSDDISYFKGLLGEKSVIQDEDRLETVNTDWMHKYKGSSKLLLLPRSTEEVAQILRYCNSRCLAVVPQGGNTGLVGGSVPVFDEVIVNISSMNNIISFDKVSGILVCEAGCILENLISFLDNQGFIMPLDLGAKGSCQIGGNVSTNAGGLRLVRYGSLHGNVLGLEAVLANGDVLDMLGTLRKDNTGYDLKHLFIGSEGSLGIVTKVSILTPPKLSSVNIAFLACNDYSSCQKLLMEAKRKLGEILSAFEFLDTEAMNLVLHQLDGVRNPLPASMHNFYILIETTGSDESYNREKLEAFLLSSMEGGLISDGVLAQDINQASSFWRIREGVPEALMKAGAVYKYDLSLPVEKMYDLVDDMRIRLGDLAKVVGYGHLGDGNLHLNVSAPEYDDKILEQIEPYVYEWTSKHRGSISAEHGLGLMKANKIYYSKSAETVSFPLNKKMQRISLFAGCVSPSHGCTSCLN
>GrCKX50
MQKHKMKSNLPIPLLFLSLLFSFSWAALGLTHQQQHHSFLQCLNRHFGNANSISTVIYTQTNSSFSSVLEFSLRNARFSTPNTLKPLVIVTASHVSHIQATINCSRTHGLQIRIRSGGHDYEGLSYVSQVPFVIIDLINLRSIDVDAENKTAWIQAGATIGELYYRIAEKSSTLAFPAGVCPTVGVGGHFSGGGYGMLMRKYGLAADQIIDAQLVDVNGKLLDKNSMGEDMFWAIRGGGAASFGVVVAWKVKLVPVPSTLTVFTVNRTLEENGTMLVHKWQSIAPKIHEDLYIRLFLRAVNSSQQEGKRTIQASFVSLYLGRADELIDLMQESFPELGLVKEDCIEMSWIQSIMYFPSDIPEDAPLEILLNRTGSAGIFKGKSDYVTQTIPETALEGLWQRFYEDETESLEILFSPYGGNMDDIPETETPYSHRAGNLFNIHYVVGWSEEDASESQRYINFMRRLYRYMEPYVSKSPRRAYMNYRDLDLGTNNIGPYTSYKQASKWGLPYFDKNFNRLIHVKTLVDPTNFFRYQQSIPSLSRG
>GrCKX51
MGKLKAVVVVTMISTALSILWRATLHLEDNESFVRCLLDHSHPSHPISSAIYTPKSSSFSSVLESYIRNLRFNESSTPKPFLILTALHESHIQAAVTCGKSHGVQMKIRSGGHDYEGLSYVSTLPFFLLDMFNLRCIDVDIETETAWVQTGATLGEVFYRIAEKSKTHGFPAGVCPTVGVGGHISGAGYGNMMRKYGVSADNVLDALIIDANGRLLDRQSMGEDLFWAIRGGGGASFAVVLAYKIKLVRVPETVTVFQVDRTLEEDATDIVDQWQHVAYNLPQELFIRLMLDVVVKSSGEKTLRASFVSLFLGDSESLLSIMKERFPKLGLSKSDCIETSWVKSVLFWSNIPLETDIQVLLDRTPQTLDYLKRKSDYVREPIPKAGLESLWKKMMELEKPRMYFNPYGGKMAEIAAEEIPFPHRAGNLWKIQYLANWNEAGIEAANRYIDLTRRLHEFMTPFVSKNPRQAFLNYRDADLGSSSHGKASYSEARLNGMKWFMGNFDRLVQIKTEVDPTNFFSYEQSIPLLPHQVHLDDDM
>GrCKX52
MKASQYFSMSLFLLILLISCPWLISANPHLNNFLGCLDSFYSNDISKVIYTQNNASYSSVLNATIQNLRFSTPTTSKPLVIVTPLQTSHIQATIRCSRTNGLNLRIRSGGHDFEGLSYVSQVPFVVLDLTNFRSVKIDVKNKVAWVQSGAILGEFYSEIAKRSRTLAFPAGICHTVGVGGYLSGGGYGLLLRKYGLAVDNVIDAVFIDVNGRILKRKSMGEDLFWAIRGGGGGSFGVVLSWKVKLVSVPSTVTVFTIRKTLEENATNLVHQWQSVGHKLPGDIFSAVTMRKVNRNGKPTILVAFSFFFLGETNALITLMKAGFPELGLKKEHCTEMSWIESILYFGQIQNKSIDVLLDRSYKSPLNAPWFKTKLDYVKNPIPKAGFEKIWSKLYEEDAETAAMAFIAYGGKMAEIPESATPFPHRDGNLYHIAYTVGWDGEENTKSQRYMNWIRKFYSFMTPFVSKSPRGAYVNYRDDDIGTNNKKGETSYAKASVWGRKYFKNNFDKLIYIKTKVDPHNFFKHEQSIPVSV
>GrCKX53
MLVSFPGQNNMLVLRSFMILFFSCITIKINLCFPSIPSSLKTLSIDGHFDFEQVEHAAKDFGNRYSYLPLAVLYPKSVSDVATTVNHVWQIGGGSELKVAARGHGHSLQGQAQAHRGVVINMESLQGLKMQVHTGNFPYVDVSGGELWINILRQSLKHGLAPKSWTDYLHLTVGGTLSNAGISGQAFRHGPQISNVYQLEVVTGKGEVVNCSEKQNSDLFYSVLGGLGQFGIITRARISLEPAPEMVKWIRMVYTDFATFTRDQEKLISGQSTFDYVEGFVIINRTGLLNNWRSSFNPQDPLQASQFKSDGRTLFCLELAKYFNHEDMVLVNQEIKTSLSQLNHIPSTLFISEVPYMEFLDRVHISEIKLRSRGLWEVPHPWLNLFIPKSKIHSFAQEVFGNILTDTSSGPILIYPVNKSKWDNRTSVVIPEEDVFYLVAFLSSAVPSSTGNDGLEQILIRNKRILDYCEIAGLGVKQYLPHFSTQGEWKSHFGPHWEAFIRRKSTYDPSAILAPGQRIFQKPIAYS
>GrCKX54
MLCLYIRDLLVFLCTSSVLAIELLFLLRELRAGDLHVMKDKIMLVLLEVSIKVWISVAGILYKDMLRVKALHIRDMDVVVEPGIGWMELNEYLEPYGLFFPLDPWPGATIGGMCATRCSGSLAMM
>GrCKX55
MHFLRNLIILFLICIAIKINLCVPTIPSSLKTLPIDGHFDFKQVHHAAKDFGNRYSFLPSAVLHPKSASDIATTVKHIWEMGPGSHLTVAARGHGHSLQGQAQAHRGVVINMESLQGPKMKVHTGNFPYVDVSGSELWINILHETLKHGLAPKSWTDYLHLTVGGTLSNAGISGQAFRHGPQISNVRQLEVVTGKGEVVNCSEKQNSDLFYSVLGGLGQFGIITRARISLEPAPKMVKWIRVLYTDFATFAKDQEMLISGESTFDYIEGFVIINRTGLLNNWRSSFNSNDSAQTSHFKSDGRTLFCLELAKYFNPEEMAIVNQEIMTSLSQLNHIPSTLFQSQVPYIEFLDRVHISEIKLRSKGLWEVPHPWLNLLIPRSNIHIFAQQVFGNILTNTSNGPILIYPVNKSKWDNRTSVVLPEEDVFYLVAFLSSAAPSSTGSDGLEHILNQNKRILELCEIDGLGVKQYLPHYSTNGEWRSHFGPQWEAFVHRKSTYDPLAILAPGQRIFQKAAPLSL
>GrCKX56
MAMVSSAHSYGDFLHCLSLRISNSSTISKVIYTQNNPSYSSVLNASIHNARFSTPTTPKPYAIITPRKTSHVQSTIYCSKNHGFQLRIRSGGHDVEGVSYVAQVPFVILDLVNFRDVNVDTKNEVAWVQSGATTGELYYGIASKTQTLGFPAGICHTIGIGGHLSGGGFGVLGRKYGLAVDHVIDAKLVDANGRVLRRKSMGEDLFWAIRGGGGNTFGVVLAWKVKLVPVPPVVTVFTVNKNLEQNATKIFHRWQYIAHKLPKDLFTTVWVMKVNSSQVGKKTVQASFRGMLLGGVDELIPLIQNEFPELGLAKENCTQMSWVQSILYFGGLPIQPVDILLNRHALPVSSVKEKTDFVREPMSETGIEGFMNMFLEEEADFAITMIEAFGGRMDEIRENELPYPHRAGILFESTYIVQWTNEADAGTYINWIRRLYSYMASYASKSPREAYYNYKDLDLGTNNIIGYTSYEQASVWGLKYFKNNFKRLVQVKTKVDPMNFFRNEQSIPPL
>GrCKX57
MALVSSEHEIPSTFCASISYCDIVIEWGNFSSSLWRFPSLPFSRISNSSTISKVIYTQNNPSYSSVLNASIHNSRFSTPTTPKPYAIITPLKTSHVQSTIYCSKNHGFQLRIRSGGHDVEGVSYVSQVPFVILDLVNFRDVKVDTKNEVAWVQSGATTGELYYGIASKTQTLGFPAGICHTIGIGGHLSGGGFGILGRKYGLAADHIIDAKMIDANGRVFHRKSMGEDLFWAIRGGGGNTFGVVVAWKIKLVAVPPVVTVFTVNKNLEQNATKIFHRWQNIAHKLPKDLFTSVWVMKVNSSQVGKKTVQASFKGMFLGRIDVLIPLIQYSFPELGLARENCTEMSWVQSVLYYGALPIEPVEILLNRSALPRLSLKAKTDYIREPMSETGIEGFMNMFLEEGTDFAITMIEAFGGKMDEIRESEIPFPHRSGILFESVYIVQWANEEDAGLCINWMRRLYSYMSSYASKSLRGAYYNYKDLDLGTNNINGYTSYEQASVWGLKYFRNNFKRLVRIKTMIDPMNFFSNEQSIPPLLSP
>GrCKX58
MKRNMLFLRSFMILVLSCIAIKINLCFPNILSSLKTLPIDGHFNFEQLHHAAKDFGNRYSFLPLAVLHPNSVSDIATTVKHIWQMGPGSDLTVAARGHGHSLQGQAQAHGGIVINMKSLQGLKMQFHIGNLPYVDVSGGELWINILREGLKHGLAPKSWTDYLHLTVGGTLSNAGISGQAFRHGPQISNVHQLEVVTGKGEVVTCSGKQNSDLFHGVLGGLGQFGIITRARISLEPAPEMVKWIRVLYTDFATFIRDQEELISGESTFDYVEGFVIINRTGLLNNWRSSFNPQDPVQASKFKSDGRTLFCLELAKYFNRDETAVVNREIHSSLSQLNHIPSTLFVSEVPYIEFLDRVHISEIKLRSKGLWEVPHPWLNLLVPRSKIQTFAQQVFGNILTDTSNGPILIYPVNKSKWDNRTSVVTPDEDVFYLVAFLSSAVPSSTGTDGLDHILIQNKRILEFCEIARLGVKQYLPHYSTQGEWKAHFGSRWEVFVRRKSSYDPLAILAPGQRIFQKAVPYSQ
>GrCKX59
MVGKITRAYEREVKEGDVKMASPKFGMSILFFFLCISFCSSTDQSFQQCFSSHLPPSNITYDVIFTQNSSQYSSILQSSIRNLRFSNASKPRYLVTPYNEDHIQATIICSKEHHMHVRVRSGGHDYEGLSYISDVPFIVIDLFHIRSVMVDIKNEYAWVGAGATLGELYYSISAKSNVHGFPAGSCPTVGVGGHISGGGFGTIFRKYGLAADNVIDAKMIDVNGNVLDRKSMGEDLFWAIRGGGGASFGVIFSWKLKLVRVPPTVTVFKTVKSLEQGATKLVQKWQNIAYKFHHDLFVHAVIQVTNPNSNQNPTVQVSFDCLFLGTTERLLSSIQRSFPELGVTQENCTEMSWIQSVLYFAGYSIAESADVLLNRTTQSTQSFKGKSDYVKEAIPKTGLEGLFKMVVEEETSVLILTPYGGRMKQIKSSATPFPYRSEYLYGIQYMISWDVAEETGKRIGWMRRLYKYMEPYVSTAPRAAYFNYRDLDLGRNSYPNTSYVESSEWGLKYFNHNFNRLVRVKTLADPHNFFWNEQSIPVLRFE
>GrCKX60
MSDLQAPLRPKRKKGLVDFLVQFRWIFVIFFVLPFSTLYYFLIYLGDVRSEMKSYKQRQKEHDENVLKVVKRLKQRNPKKDGLVCTARKPWIAVGMRNVDYKRARHYEVDLSAFRNILEIDKQRMIARVEPLVNMGQITRVTVPMNLSLAVVAELDDLTVGGLINGYGIEGSSHIYGLFSDTVVAYEIVLADGRVVRATKDNEYSDLFYAIPWSQGTLGFLVAAEIKLIPVKEYMRLTYTPVVGNLQDLAQGYMDSFAPRDGDQDNPEKVPDFVEGMVYSPTEGVFMTGRYASKEEAKKKGNKINNVGWWFKPWFYQHAQTALKKGEFVEYIPTREYYHRHTRCLYWEGKLILPFGDQWWFRFLLGWLMPPKVSLLKATQGESIRNYYHEMHVIQDMLVPLYKVGDALEWVHHEMEIYPIWLCPHRLFKLPVKTMVYPEPGFEQHRRQGDTPYAQMFTDVGVYYAPGPVLRGEVFDGAEAVRNLEQWLIKNHSFQPQYAVSELNEKDFWRMFDADLYEHVRRKYGAVGTFMSVYYKSKKGRKTEKEVQEAEQAHLETAYAEAD
>GrCKX61
MIACLGRIVQDTDADSIPDDDVSTLSESLDLQGTIESGGITGVAGKDFGGLYSVKPLALIKPSGTEDIARVVNAASRTSHLTVAARGNGHSINGQAMADGGFVIDMRSTEENHFKPLTIDGSHYIDVSGGALWEDVLKRCVSMFRLAPRSWTDYLSLTVGGTLSNAGVSGQAFRFGPQTSNVTELEVVTGKGEITVCSETQNSELFFGALGGLGQLGIITRARVKLQRAPDMVRWIRVVYTEFEEFARDAEFLVTQEESESFDYVEGFVFSNSDDPINGWPSVPLDPDHEFNPAYIPQTAGSVLYCLEVALHYRNSDRPSTVDTAVSRLLERLGSIQRLKFQLNVSYVEFLLRVKQVEEHAKANGNWDSPHPWLNIFISKSSIVDFDRTVFRKMLKDGVGGPMLIYPLLRSKWDSRTSVVLPEGEIFYIVALLRFVPKGPTVEKLVAQNHEIIKWCNKEGLDFKLYLPHYQSKEDWKRHFGNQWTRFVERKTNFDPMAILAPGQKIFKRTHIIKP
>GrCKX62
MVMSFQFPAYFTAIFIITRVMSIMKISKPLDVHHKDIRAVDLATKLSVDPSAIESASRDFGGIVKAEPEAVLHPSAPQDIAALIKFSYSSSVPFGIAAKGHGHSVRGQAMAENGVVVDMRSMANNRRNGTGIRVSIDRLYADVGGEQLWIDVLNATLEYGVAPVSWTDYLYLTVGGTLSNAGISGQTFRYGPQISNVLEMDVITGKADFLTCSPRMNSELFYAVLGGLGQFGIITRARIPLQPAPKGVKWVRLLYDDFSSFTKDQELLISKNGRKDKSALDYLEGSLLMDQGSPDNWRSSFFPHKDHPKIISLITKHGIIYCLEIVKHYDDRTKHTVDKGMKQVLQGLNYMPGFMFGKDVGYEEFLNRVRSGELKLKSQGLWDVPHPWLNLFIPKSQISDFNNGVFRGIVLERNITTGPVLVYPMNRQKWDDRMSAVIPDEEIFYTVGFLHSSGFDTWEAFEDQNKDIMRFCNKTGILVKQYLPHYSTKEEWVHHFGSKWKVFQHRKYQFDPRMLLSPGQRIFNNN
>GhCKX01A
MATMLLLTFLISSLIMVTVGLAIDFMEILRLGIDGQLSVDPSDVETASLDFGLLTRGQPLAVLHPVSAQDIARVVKAAYGSNQGMTVSARGHGHSINGQAQTTNGVVIQMSGWKGGNKPPRPHVWAEERYVDVWGGELWIDVLKSTLEYGLAPKSWTDYLYLSVGGTLSNAGISGQAFNHGPQISNVYELDVVTGKGEVLTCSEDENTELFHAVLGGLGQFGIITRARISLEPAPNMVRWIRVLYSNFSAFTSDQEHLISLHAEPSNQKFDYVEGFVIVAEGLINNWRSSLFSPQNPVKISTLFPTSGVLYCLEIAKNYHESTAQTIDQEVEFLLKKLNFISTSVFTTDLLYVDFLDRVHMAEMKLRSKGLWEVPHPWLNLFIPSSKIAEFDKGVFKGILGNKTSGPILIYPMNKNKWDHRSSVVTPDEGLFYLVALLRSALDSGEETQSLEYLNNQNRQILRYCDEAGIKVKRYLPHYTTQQEWMDHFGNKWDRFYEMKMEFDPRHILASGQRIFTPTFPSLSNMPS
>GhCKX02A
MNKETSYFKCSQNSSVSEKMKSIYCSLPFLFVVVCSLSWVNASANSHENFLDCLSSYHPQESSSISRVICTETNSSYSEILESSIQNYRFFTTNTPKPLVIVTPLNISHVQATIHCSKKHGLQIRIRSGGHDFEGLSYVSQVPFVVFDLVHFRSIDVDVENEEAWIQSGAITGEVYYRINERSTNLTFPGAVGHTVGIGGFISGGGYGLLFRKYGLAADNVIDAMFVDANGRILDRKSMGEDLFWAIRGGGGGSFGIVLSWKVKLVHVPSTVTVAAVRRTLEQNATQLLHRWQYVAPNLPNDVYSVVSISTTNSSENGERTVVATFVSVFQGGANEFIPLMQERFPELGLVREDYIEMTWIESILLLTGLTNQTSEVLLDRSYKNFFLSPSFKGKSDYMRKPMPEIVIQGLWSRLLEDEARISTLNIIAYGGKMDEIPETEIPFPHRKGTLYKISYYVGWQEEDNSNPQRYISWIRKVYKYMGPFVSKYPREAYLNYRDLDIGRNNNEGKASYKQASVWGRKYFKENFDRLTYVKAKIDPENFFRHEQSIPPRFH
>GhCKX03A
MESLNRSLSLLFIVVCSLSWVSASANSHDDFLECLYSYHPKESSSITQVIYTETNSSYSAVLDSSIRNHRFSMPNTPKPLVIVIPLNISHVQATIHCSKKHGLQIRTRSGGHDFEGLSYVSHVPFVVIDLVNLRSVDVDVENEEAWVQSGATVGEVFYRINERSTNLTFAAAVVRTVGIGGLISGGGDGLLFRKYGLSVDNVIDAQLVDANGRVLDRRSMGEDLFWAIRGGGGGSFGIVISWKIKLVHVPSTVTVFSVGRTLEQNATQLLHRWQYVAPNLPNDVYSLVAISTTNASENGAKTVLATFTSLFQGDANEFIPLMQERFPELGLVKEDFIEMTWIESLLLMNGVSNETSEILLDRSNRYSLLPPSFKSKSDYVREPMPEIALQGLWPQLLEVDEGGIAVQNFIAYGGIMEEISETETPFPHRKGTLYKINYNIGWLEEENNNSQRYISWMRKLYSYMGPFVSKSPREAYVNYRDLDIGSNNYYGKTSYKQASIWGRKYFKNNFDRLVYVKTKTDPKNFFKHEQSIPPRFH
>GhCKX04A
MATASIYRLRKRPTSSLIQEKFIQCFTGSSQFYIPLSTAFFTPNNASFTSVLQSTSQNLRYLVPSMPKPELIITPLHESQAQASVICAKRLDIHLRVRSGGHDYEGLSYVSQIESPFVIVDLSKLRLIKVDIQDNSAWVEAGATIGEVYYRIAEKSNIHGFPGGLCTSLGIGGHITGGAYGSMMRKFGLGADNVIDARIVDVNGRVLDRAAMGEDLFWAIRGGGGASFGIILEWKIKLVPIPATVTVFTVTKSLEQGATKLLYKWQTVADKLDEDLFIRVIIQTANAGKNNAKTVTTSYNALFLGDAERLLRVMQQSFPELGLTRKECTETSWIKSVLYIAGYSSNTPAEILLQGRSTFKNYFKAKSDFVKEAIPETALEGLWKRLLEEDSPLMIWNPYGGMMGRISESQIPFPHRQGIKFKIQYLTLWQVEDNNASKHFDWIRRLYNYMAPYVSMFPRGAYVNYRDLDLGMNKNINTSFIEASLWGVRYFKDNFMRLVKVKTRVDPNNFFRHEQSIPPLPVQARY
>GhCKX05A
MKDSNSATLPLVTIVLFLSLSWRATSDSSSQVDKFLQCLANSSALMLESIYTPSNSSFESALQAYIRNHRFLTPETPKPVAIVAPTHVSHVQATVVCAKDNGVQIRVRSGGHDYEGLSYRSNVTFVILDMFNLRSIDVDVDNEVAFVQAGATIGELYYKIANESKDHAYPAGVCLSLGTGGHFNSGGYGNMMRKYGLSVDNILDAQVVGADGNILDQASMGEDLFWAIRGGGGASFAVIVS
>GhCKX06A
MRNVDYKRARHFQVDLAFRNILEIDKVQMIARVEPIVTKGQSITVPMNLSLAVVADLDYLTIFGLINGNGIAGNSHIYGLFSYTVVAYEKVLAVALLELQTMMNILISSMLPLGLKELLAGADGGPDP
>GhCKX07A
MKVLQLSVLSFLIVILSLNGATLAHPYGDFLHCLSLRISNSSTISKVIYTQNNPSYSSVLNASIHNTRFATPTTPKPYAIITPLKTSHVQSTIYCSKNHGFQLRIRSGGHDVEGVSYVSQVPFVVLDLVNFRDVKVDTKNEVAWVQSGATTGELYYGIASKTQTLGFPAGICHTIGIGGHLSGGGFGILGRKYGLAADHVIDVKLVDANGRVLHRKSMGEELFWAIRGGGGNTFGVVLAWKVKLVPVPPVVTVFTVNKNLEQNATKIFHRWQYIAHKLPNELFTAVWVMKVNSSQVGKKTVQAGFRGMFLGGVHELIPLIQHEFPELGLAKENCTQMSWVQSILYFGGLPIQPVNILLNRSALPVSSLKAKTDFVREPMSETGIEGFMNMFLEEEADFAITMIEAFGGRMDEIRENELPYPHRAGILFESTYIVQWTNEAEAGRYISWIRRLYSYMASYASKSPREAYYNYKDLDLGTNNIVGYTSYEQASVWGLKYFKNNFKRLVQIKTKVDPMNFFRNEQSTPPL
>GhCKX08A
MKFLQFSVLPFLMVILSVSGANLTHHPHRDFLRCLSLRIENSCTITYTHNNPSYPSVLNASIQNTRFSTPTTPKPYAIITPRKTSDVQSTIFCSKNHGFQLRIRSGGHDVEGVSYVSQVPFVVLDLVNFRDVKVDTKNEVAWVQSGATTGELYYGIAAKTQTLGFPAGICHTIGIGGHLSGGGFGILGRKYGLAADHIIDAKMVDANGRVLHRKSMGEDLFWAIRGGGGNTFGVVLAWKIKLVPVPPVVTVFTVNKNLEQNATKIFHRWQQIAHKLPNDLFTTVWVMKVNSSQVGKKTVEASFKGLFLGRIDELIPLIQYAFPELGLARENCTQMSWVQSVLYFGALPIEPVEILLNRSALPRLSLKAKTDYIREPMSEAGFEGFMNMFLEEGTDLAITMMEAFGGKMDEIRENEIPFPHRSGVLFESVYIVQWINEEDAGLCINWMRRLYNYMSSYASKSLREAYYNYKDLDLGINNVNGYTSYEQASVWGLKYFKNNFKRLVRVKTMIDPTNFFSNEQSIPPLLSP
>GhCKX09A
MIAYLGRIVHDNDAESKLDDDVSSISKSLDLQGSIENGDVSSLASKDFGGLYSVKPLFLIKPSGAEDISRVVKLASRTSNLTVAARGNGHSINGQAMAEGGLVIDMRSTEKNHFEFLPINGSHYIDVSGGALWEDVLTRCVSRYGYAPRSWTDYLSLTVGGTLSNAGVSGQAFRYGPQTSNVTELEVVTGKGEITVCSETLNSELFFGVLGGLGQFGVITRARIKLQQAPDMVRWIRVVYSEFEEFTRDAEFLVTQKEGESFDYVEGFVFCNNDDPFNGWPSVPLDSGHEFNPTHISQTAGSILYCLEVAFHYRNSDHPTVDTAVNGLLGRLRFVEGLKSQVDVSYTKFLLRVNRAEEQVKANGPGDGPHPWLNLFVSKSDVVNFDRTVFKTMLKDGVGGPMLIYPLLRSKWDDRTSVVLPEGEIFYIVALLRFVPNGPSVEKLVAQNREIVNWCIKVGLDFKLYLPHYQSKGDWERHFGNRWSRFVERKASFDPMAILAPGQNIFRRDPSNIIISREF
>GhCKX10A
MATKLLLTFAICRLIVTVGLTLDPTELLLLGVDAQLSVDPTDVKAASLDFGLLIGAQPPLAVMHPASSQDVAQLVKAAYGSNFGFTVSARGHGHSINGQAQTANGVVVQMSGSKGGSGMASGRKPPHPRVWPQERFVDVWGGELWIDVLRSTLQHGLAPKSWTDYLYLSVGGTLSNAGISGQAFNHGPQISNVHELDVVTGKGELLTCSEEQNSEMFHAVLGGLGQFGIITRARISLEPAPQRVRWIRVLYSNFSIFTSDQEYLISLHEQPASQKFDYVEGFVIVDEGLINNWRSSFFSPHNPVKISSLDPNGGVLYCLEIAKNYHESTASTVDQEVESLLKKLNFIPASVFTTDLPYVDFLDRVHKAELKLRSKGLWEVPHPWLNLFVPKSKIADFDKGVFKGILGNKTSGPILIYPMNKNKWDHRSSAVTPDEDVFYLVALLRSALDNGEETHSLEYLTNQNRQILRFCDEAGITVKQYLPHYTTHQEWVDHFGNKWDRFYRLKMEFDPRHILASGQQIFTPTNMASWR
>GhCKX11A
MATKLLLTFAICRLIVTVGLTLEPTELLRLGLTVDPVDVESASVDFGLMTKVEPLAVLRPSSAEDVAQLVKAAYESSHGFTVSARGHGHSINGQAQTGTGVVVQMSGVRSSGKPSVWGDDMYVDVWGGELWIDVLKSCLEYGLAPKSWTDYLYLSVGGTLSNAGISGQAFHHGPQISNVHELDVVTGKGELMTCSKEQNPELFHAVLGGLGQFGIITRARISLEPAPQRVRWIRVLYSNFSAFTKDQEYLISLHGNQKFDYVEGFVIVDEGLINNWRSSFFSPRNPVKISSLGSNNNGGVLYCLEITKNYHESTAETIDQEIEALLKKLNFIPTSVFTTDLPYVDFLDRVHKAELKLRSKGMWEVPHPWLNLFVPKSKIADFDRGVFKGILGNKTSGPILIYPMNKNKWDDKSSVVTPDEDVFYLVAFLRSALDNGEETQSLKYLTNQNRLILKFCDEDGIKVKQYLPHYKTQSEWKEHYGSKWDWFQRMKMKFDPRHILASGQNIFSPTFLSSSKMASW
>GhCKX12A
MAVALPSFFTAIMIMSRLMAFIGISKNNDMSSKLQALDIAPKVSHDPSAIESASQDFGHIVKAAPQAVLLPSSPRDIASLVNFSYSNSVPFSIAARGNSHSLNGQAMAKNGVVIDMTSMKSGNGTGIRIASDGSYVDVGGQQLWIDVLNATLGLGLTPVSWTDYLYLTVGGTLSNAGISGQTFRYGPQISNVYEIDVITGTADFVTCSPNNNSDLFYAALGGLGQFGIITRARIPLEPAPKRVKWVRMLYTDFLDFTRDQELLISKNGRNDNKALNYLEGSLLLDQGSLDNWRSSFFPPQDQPKIISLITKFRIVYCLEIVKHYDSQTKTTVDKDLQQLLKGLSYLPRFMFEKDAKYEEFLNRVHSEELKLKAKGLWDVPHPWVNLFIPKSKISDFNDGVFKSIVLKRNITTGPVLVYPMNRKKWDDRMSAVIPDEEIFYTVGLLQSSGFDDWRTFEDQNKEILQFCEKAGIKVKQYLPHYTTKVGWVNHFGSKWSTFQKRKLQFDPKLLLSPGQRIFNNNQ
>GhCKX13A
MIACLGRIVHDSDAESKLDDDVSTIFNSLNLQGSIENGDVSGIASKDFGGLYSVKPLYLIRPSGAEDISRVVKAAAGTPHLTVAARGNGHSINGQAMADGGYVIDMRSTGENHFKLLTVNGSPCIDVSGGALWEDVLRRCVSRFGLAPRSWTDYLSLTVGGTLSNAGVSGQAFRYGPQTSNVTELEVVTGKGDITVCSETQNPELFFGALGGLGQFGIMTRARVKLQLAPDMVRWIRVVYAEFEEFTRDAEFLVSQKEDESFDYVEGFVFCNNDDPVNGWPSVQLNPDQEFNPAHLPQTAGPVLYCLELAFHYRNSDLPSTVDMAVSRLVGGLGFVDGLISQVDVSYMGFLLRVKRAEQDAKANGVWDNPHPWLNLFVSKSDIVEFDQTVFKKMVKNGIGGPMLIYPLLRSKWDSRTSVALPEGEIFYIVALLRFVPKGPSVEKKVAENREIVKWCIKEGLDFKLYLPHYRAKEDWKRHFGNQWTRFEKRKANFDPMAILAPGQRIFKRTNQ
>GhCKX14A
MAFSSTMILPLLLVLLSAFSATSKSVQENFMQCLDANSKHPIPISAFCFQTNSSFTSVLNSTAQNLRYLMPLVPKPEFIFIPVYESHVKSAVICAKKLAIHLRFRSGGHDYEGLSYASEIETPFILLDLIQLGSINVDIDDNSAWVQAGATVGEVYYRISEKSKTHGFPAGLCSSLGIGGHITGGAYGSMMRKYGLGADNVLDARIVDVNGEILDRAAMGEDLFWAIRGGGGASFGVILSWKIKLVAVPETVTVFTVPKTLEQAATKILYRWQQVADKLDDDLFIRVVIQVTKTSQKGKRTVTTAYNALYLGDAERLLQVMDQSFPELGLARKDCIETSWIKSVLYIAGFPSETPPEVLLEGKSLFKNYFKAKSDFVQQPIPETALERLWEMLLEEESPLMIWNPYGGMMANISDSAIPFPHRRGNLFKIQYVTSWYEGSKGATRKHMDWIKGLYDYMSAYVPTSPRAAYVNYRDLDLGMNHKNASFTEASVWGAMYFKGNFRRLVKIKSKVDPGNFFRHEQSIPVVLE
>GhCKX15A
MAISWPLVVSVLLSISSLVTSASNSDSVHEAFVQCLLDNSHPSHPISEAIFTPQSPSYATVLQSYIRNLRFNETYTPKPFLILTALHQSHIQAAIICAKKGNIQMKIRSGGHDYDGLSYVATVPFFVLDMFNLRSIDIDTETETVWVQSGAILGELYYRISELSKTHGFPAGVCPTVGVGGHFTGGGYGNMMRKYGLTVDNIVDAYVIDVNGRIHDRKSMGEDLFWAIRGGGAASFGVVLAYKIKLVHVPEIVTVFRVEKTLEDNATDIVDQWQHVASKLPKELFVRLVIDVVNSSTRTGGSTVRVSFISLFLGDSKTLVSIMNENLPLLGLSQSDCIETSWIRSVLFWTNITIDSPTDVLLNRTPSLSYLKRKSDYVKQPIPKTALEGIWEKMIELQPAQMIFNPYGGRMAEIESTATPFPHRAGNLWKIQYLANWNQGGAETAQRYIGLTRKLHRYMTPFVSKNPREAFLNYRDIDLGVNHNDRGSYLEGRVYGIKYFKGNFNRLVHIKTKVDPTNFFRNEQSIPTLPH
>GhCKX16A
MPNPMRPYLLLSLVFFFNLYHSMAVSDPTHQALLQCLTQSIPTDTASSIIVSKSNPSYTSVLRAYIRNARFNTSSTPKPLIIITPLDESHVSAAVICSRKLGFQLKIRSGGHDYEGLSYVFDKPFFVLDMFNLRSITVNMADETAWVGAGATLGELYYNIWKNSKVHGFPAGVCPTVGVGGHLSGAGYGTLIRKYGLSVDHVVDAKLVDVKGKILDRKAMGEDLFWAIRGGGAASFGVVLSYKIKLVPVPKTVTVFRIERLLTENATDITFKWQTIAPTTDENLFMRMLLQPVTRNKKKTARITVIALYLGDSDSLVSLLQKDFPELSIGKSNCNETTWIDSVLWWANFDLGTPPTALLDRDLNDAGFLKRKSDYVQTPIPKSGLESLWQKMIELGKVGMVFNAYGGRMDQIKPAETPFPHRAGNLYKIQYSVNWDEPGNEADKNFTTQAKLLHDFMTPFVSKNPRSAYFNYRDIDVGSTKKWSYEEGKVYGESYFNGNYERLVDVKTAVDPNNFFRNEQSIPPRSSKI
>GhCKX17A
MAVSFPIPSYFTAIFIISRLMSITGISKHLNNKLLPPLDNITDKLSLDPSAIESASQDFGHIVKSIPKAVLQPSSIADIASLINFSYNSSIPFTIAAKGHGHSVRGQAMANDGVVVDMTSMKKHRNGTGIWVSNDGVYADVGGEQLWIDVLNATLKHGVAPVSWTDYLYLTVGGTLSNGGISGQSFRYGPQISNVYEMDVITGKIFSFSNVKWIRMLYNDFTAFTRDQELLISINGRHDSHALGYLEGSLLMDHGSPDNWRSSFFPPKHHPKITSSIINHRIIYCLEVVKHYDYQTQNTVDKELEQLLKGLSYMPGFIFEKDVLYAEFLNRVQRGELKARSQGLWDVPHPWLNLFIPKSQIQRFNDGVFKGIVLERNITTGPVLVYPMNRKKVNCFASPPSILGWDDRMSAVIPDEEIFYTVGFLHSSGFDDREAFDDQNKEILKFCEEAGIGVKQYLPHFTSKDEWVHHFGSKWETFQQRKFQFDPKMILSPGQRIFNNN
>GhCKX18A
MANLSLLLLHFLISSLSVSGSAATDQRNIMSCLNYYNISNYTISSNVHNHDYSILLNFSIQNLRFAEPTIPKPIAIILPENKEQLINTVVCCTIGPWEIRVRCGGHSYEGTSSVASDGAPFVIIDMMNLNRVSVDLGNETAWVEGGATLGETYHAIAESSDIHGFAAGSCPTVGTGGHIGGGGFGFLSRKYGLAADNVIDALLLNAEGELLDRQAMGEDVFWAIRGGGGGIWGIVYAWKIKLLKVPKTVTSFIVSRPGTIAHVANLVNKWQHVAPNLEGDMYLSCAVGAGLPQAKSIGISATFNGFFLGRKREAVLILGQVFAELDVSEEACKEMSWIESVLFFSGLGDGAIVSDLKNRYLHDKHYFKAKSDYVRNPISLTGIRTAIDILEKQPKGYIIMDPYGGIMNNISNDSIAFPHRYGNLYTIQYLVEWHQEEKNRSNEYREWIRDFYDAMASHVSWGPRAAYVNYMDFDLGVMELINTSVLSEDTIEMARVWGEKYFLNNYDRLVKAKTLIDPNNVFKNQQGIPPSTTTGLKARTF
>GhCKX19A
MVNLSLLLFLISSPSVSGSASPDQRNIMSCLNSYNISNYTISSNVHNHDYSILLNFSIQNLRFAEPTIPKPIAIILPENKEQLINTVVCCTKGPWEIRVRWVEGGATLGETYHAIADSSGIHGFSAGSCPTVGTGGHIGGGSFGFLSRKYGLAADNVIDALLLNAKGELLDRQAMGEDVFWAIRGGGGGIWGIVYAWKIKLLRVPKTVTSFIVSRPSTKAHVANLVNKWQHVAPNLEGDMYLSCAVGAGLPQAKSIGISATFNGFFLGRKRGAILILGRVFAELGVAEEACKEMSWIESVLFFSGLGDGAIVSDLKNRYLHDKHYFKAKSDYVRNPISLTGIRTAIDILEKQPKGYIIMDPYGGIMNNISNDSIAFPHRYGNLNTIQYLVEWHQEEKNRSNEYREWIRDFYDAMASHVSWGPRAAYVNYMDFGLGVMELINTSVLSEDTVEMARVWGEKYFLNNYDRLVKAKTLIDPNNVFKNQQGIPPSTTTGLKARTF
>GhCKX20A
MRIAYLDRTVHETDGEPKPNGDVSAISKSIDLQGSVETGDKTTIASKDFGGLYSIKPLALIKPAGSDDISRAIKAASRIPRMTVAARGNGHSINGQAMTNGGLVIDMRSTEENHFRLLNINGSFFIDVSGGALWENVLTRCVSRFGLAPRSWTDYLSLTVGGTLSNAGVSGQAFRYGPQISNVTELEIVTGKGDITVCSETRNPELFFGSLGGLGQFGIITRARVKLQPAPDMVRWIRVVYTEFDEFTRDAEFLVSRDDGESFDYVEGFVFCNNDDPVNGWPAVPLDPVHGFNPGIIPQTGASVLYCLEVAFHYQKVDHPSTVDKAVAGLLKRLRFVEGLKSQVDLSYVEFLLRVKRAEEQAKANGIWDAPHPWLNLFISKSNIVDFDQTVFKKMVKDGIGGPMLIYPLMRSKWDNRTSVALPDSEIFYLVALLPFVSRGPSVEESVAQNREIVEWCIKEGLDFKLYLPHYQSKEGWKRHFGDQWTRFVERKASFDPMAILAPGQNIFKRTHLS
>GhCKX21A
MGSPVCGFLKQNNIIFLRFFAILVLSCIPDRTNLCSNPSFDTPTIPPHSSSSSIPSSLKTLTLDGYFSFENLKHAAKDFGNICHYLPIAVLHPKSVSDISSTIKHILYMSSVTKLTVAARGRGHSLQGQAQAYQGVVINMESLDRPSMYIENGEVPYVDVSGGELWINILHETLKYGLSPKSWTDYLHLTVGGTLSNAGISGQAFRHGPQINNVYQLEVVTGTGEVVTCSDKENADLFYGVLGGLGQFGIITRARISLGPAEKMVKWIRVLYSEFSTFSNDQEHLISSNNSFDYIEGFVMINRTGLLNNWRSSFNPKDPIQASQFSSDGKILYCLEMVKYFNPEKIDVLNQDIEKLLSELNYIPSTLFLSEVSYVEFLDRVHLSEIKLRSKGLWEVPHPWLNLLIPKSRIFDFAEGVFGNIVKDNNNGPILIYPVNKAKWNNRTSMVTPEEDIIYLVAFLSSALPGTDGLEHIMTQNQHILDFCAKAELGAKQYLPHYHTQDEWRAHFGTQWETFVQRKSAYDPLAILAPGQRIFQKAISIT
>GhCKX22A
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