
GCF_000219725.1	-	s__Gracilinema	caldarium
GCA_023144005.1	-	s__JAGLWT01	sp023144005

GCF_003366055.1	-	s__Chromulinivorax	destructor
GCA_001784175.1	-	s__2-12-FULL-62-27	sp001784175

GCF_010681825.2	-	s__Sulfuriroseicoccus	oceanibius
GCF_000020145.1	-	s__Elusimicrobium	minutum

GCF_000165505.1	-	s__Ilyobacter	polytropus
GCF_000217815.1	-	s__Pseudothermotoga	thermarum

GCF_000007925.1	-	s__Prochlorococcus	marinus
GCF_000184705.1	-	s__Thermaerobacter	marianensis

GCF_000296445.1	-	s__Slackia_A	piriformis

GCA_014360655.1	-	s__JACIXC01	sp014360655

GCF_900175965.1	-	s__Rubrobacter	radiotolerans

GCA_002347645.1	-	s__UBA2241	sp002347645

GCF_018141525.1	-	s__Miltoncostaea	marina

GCA_016213645.1	-	s__JACPNS01	sp016213645

GCA_021496505.1	-	s__JACDBR01	sp021496505

GCF_900108055.1	-	s__Thermoleophilum	album

GCF_017916475.1	-	s__Patulibacter	sp017916475

003.BP-18_P

GCF_009650215.1	-	s__Actinomarinicola	tropica

GCA_902812355.1	-	s__CADDZG01	sp902812355

GCF_004300825.1	-	s__Egicoccus	halophilus

GCF_003751265.1	-	s__Pseudokineococcus	lusitanus

GCA_002284855.1	-	s__Planktophila	sp002284855

GCF_003386795.1	-	s__Thermasporomyces	composti

GCF_003594885.1	-	s__Vallicoccus	soli

GCF_000024025.1	-	s__Catenulispora	acidiphila

GCF_006717075.1	-	s__Haloactinospora	alba

GCF_000015025.1	-	s__Acidothermus	cellulolyticus

GCF_000966285.1	-	s__Frankia	sp000966285

GCA_016201065.1	-	s__JACQDL01	sp016201065

GCF_009834025.1	-	s__Epidermidibacterium	keratini

GCF_000527155.1	-	s__Haloglycomyces	albus

GCF_014303395.1	-	s__Nakamurella	sp014303395

GCF_000023865.1	-	s__Saccharomonospora	viridis

010.BS0_P

001.BP-18_P

006.BP18_P

GCF_000011305.1	-	s__Corynebacterium	efficiens

001.BS6_P

GCA_013359265.1	-	s__JABWCD01	sp013359265
GCA_014728225.1	-	s__WJLX01	sp014728225

GCA_014728175.1	-	s__WJMA01	sp014728175
GCF_000522985.1	-	s__Gemmatirosa	kalamazoonensis

GCF_000146065.2	-	s__Cloacimonas	acidaminovorans
GCF_000474745.1	-	s__Chitinivibrio	alkaliphilus

GCA_005223185.1	-	s__B3-LCP	sp005223185
GCA_004124385.1	-	s__UBA2126	sp004124385

GCF_001886815.1	-	s__Caldithrix	abyssi
GCA_013360215.1	-	s__JABWCP01	sp013360215

GCF_000258405.1	-	s__Ignavibacterium	album

GCF_000020525.1	-	s__Chloroherpeton	thalassium

GCA_013360915.1	-	s__JABWAT01	sp013360915

GCF_000024845.1	-	s__Rhodothermus	marinus

GCA_025062295.1	-	s__SpSt-205	sp025062295

GCA_022760475.1	-	s__JALEFZ01	sp022760475

GCA_025056095.1	-	s__JANWVE01	sp025056095

GCF_000014145.1	-	s__Cytophaga	hutchinsonii

GCA_903829945.1	-	s__CAILMK01	sp903829945

GCA_913050195.1	-	s__CAJXBJ01	sp913050195

GCF_000250635.1	-	s__Saprospira	grandis_B

GCA_016700115.1	-	s__UBA2359	sp016700115

GCA_016787045.1	-	s__Bog-950	sp016787045

GCA_016706865.1	-	s__UBA7236	sp002473275

GCA_013816805.1	-	s__MGR-bin340	sp013816805

GCA_903857255.1	-	s__CAIODY01	sp903857255

GCA_018604165.1	-	s__Flavipsychrobacter	sp018604165

002.PT18_P

GCA_903883965.1	-	s__CAISCU01	sp903883965

GCA_903828245.1	-	s__CAIKLP01	sp903828245

GCF_016724845.1	-	s__Sphingobacterium	spiritivorum_A

006.BP15_P

GCA_003389385.1	-	s__QQVM01	sp003389385

GCA_002319075.1	-	s__UBA2475	sp002319075

GCF_000512915.1	-	s__Barnesiella	viscericola

GCA_020635855.1	-	s__JACJYZ01	sp020635855

GCF_000194605.1	-	s__Fluviicola	taffensis

GCA_016779935.1	-	s__GCA-2862585	sp016779935

GCA_002701365.1	-	s__GCA-002701365	sp002701365

GCF_014524565.1	-	s__Croceimicrobium	hydrocarbonivorans

GCF_002369955.1	-	s__Ichthyobacterium	seriolicida

GCF_000189415.1	-	s__Weeksella	virosa

GCA_015494075.1	-	s__WGBX01	sp015494075

003.BP15_P

GCF_015223105.1	-	s__Flavobacterium	proteolyticum

011.BP15_P

GCF_016592575.1	-	s__Thermotomaculum	hydrothermale
GCF_000024325.1	-	s__Desulfohalobium	retbaense

GCF_000147355.1	-	s__Sulfurimonas	autotrophica
GCF_000284315.1	-	s__Leptospirillum	ferrooxidans

GCA_003695505.1	-	s__J088	sp003695505

GCA_021774615.1	-	s__UBA6503	sp021774615

GCA_900538765.1	-	s__HGM16780	sp900538765

GCF_002688585.1	-	s__Fonsibacter	ubiquis

GCA_022599575.1	-	s__JAHZMA01	sp022599575

GCF_002117145.1	-	s__Nucleicultrix	amoebiphila

GCA_004295055.1	-	s__SHNJ01	sp004295055

GCA_019695395.1	-	s__JAIBAD01	sp019695395

GCF_000348745.1	-	s__Micavibrio	aeruginosavorus_A

GCF_900102465.1	-	s__Thalassobaculum	litoreum

GCF_017963645.1	-	s__Marivibrio	halodurans

GCF_014672695.1	-	s__Defluviicoccus	vanus

GCF_000420625.1	-	s__Fodinicurvata	sediminis

GCA_018666775.1	-	s__SMXQ01	sp018666775

GCA_900197615.1	-	s__Bin65	sp900197615

GCF_019039055.1	-	s__Reyranella	sp019039055

GCF_900187945.1	-	s__Arboricoccus	pini

GCA_018650465.1	-	s__JABILA01	sp018650465

GCF_007197755.1	-	s__Ferrovibrio	terrae

GCA_018660265.1	-	s__GCA-2731375	sp018660265

GCA_016865035.1	-	s__Minwuia	sp016865035

GCA_945907245.1	-	s__RI-34	sp945907245

GCF_006385135.1	-	s__Paremcibacter	congregatus

GCF_003688555.1	-	s__Eilatimonas	milleporae

013.CB6_P

002.BP6_P

003.CB15_P

001.PT18_P

008.BP15_P

GCF_001687545.1	-	s__Paraurantiacibacter	namhicola

011.BS15_P

GCF_003173055.1	-	s__Zavarzinia	compransoris

GCA_006844605.1	-	s__SPJN01	sp006844605

GCA_009693835.1	-	s__UBA11222	sp009693835

GCF_000011965.2	-	s__Ruegeria_B	pomeroyi

GCF_011761565.1	-	s__Rhizomicrobium	palustre

GCA_021775005.1	-	s__JAJFIK01	sp021775005

GCA_021774915.1	-	s__JAJFIM01	sp021774915

GCF_013085255.1	-	s__Parvularcula	mediterranea

GCF_000420265.1	-	s__Oceanicaulis	alexandrii

GCF_000420665.1	-	s__Ponticaulis	koreensis

005.BS6_P

GCF_004683885.1	-	s__Brevundimonas	sp004683885

014.BS0_P

GCF_012848855.1	-	s__Pyruvatibacter	mobilis

GCF_015482775.1	-	s__Kaustia	mangrovi

GCF_000166055.1	-	s__Rhodomicrobium	vannielii

GCA_021775875.1	-	s__NORP267	sp021775875

GCF_004346195.1	-	s__Tepidamorphus	gemmatus

GCA_013214705.1	-	s__OCS116	sp013214705

GCF_000429865.1	-	s__Cucumibacter	marinus

007.BS6_P

GCF_003324485.1	-	s__Cohaesibacter	intestini

GCF_900102695.1	-	s__Afifella	marina

GCF_000192745.1	-	s__Polymorphum	gilvum

GCA_002365175.1	-	s__UBA4765	sp002365175

GCF_004339465.1	-	s__Ancylobacter	aquaticus

GCF_002982075.1	-	s__Labrys	okinawensis

GCF_003046175.1	-	s__Bosea	sp003046175

002.CB0_P

GCF_002795805.1	-	s__Mariprofundus	aestuarium

GCF_000014865.1	-	s__Magnetococcus	marinus

GCF_024259865.1	-	s__Synchoanobacter	obligatus

GCA_023703575.1	-	s__GCA-2707915	sp902620785

GCA_003645455.1	-	s__QNFE01	sp003645455

GCF_002776555.1	-	s__GCF-002776555	sp002776555

015.BS-15_P

GCF_001506165.1	-	s__Pantoea	vagans_C

012.BS15_P

GCA_007571095.1	-	s__RKSB01	sp007571095

GCA_902595845.1	-	s__UBA11654	sp001629325

GCA_021798115.1	-	s__JAKAQQ01	sp021798115

GCF_009362845.1	-	s__Ostreibacterium	oceani

GCF_000297215.2	-	s__Piscirickettsia	salmonis

GCF_009756665.1	-	s__Permianibacter	aggregans

GCF_000009365.1	-	s__Alcanivorax	borkumensis

GCA_008087055.1	-	s__HIMB30	sp008087055

GCF_002117105.1	-	s__Oceanicoccus	sagamiensis

GCF_012295615.1	-	s__Bermanella	marisrubri

GCA_021773395.1	-	s__JAJFKB01	sp021773395

GCF_011009015.1	-	s__Spartinivicinus	ruber

GCF_900105005.1	-	s__Halopseudomonas	litoralis

004.BS15

GCA_002432655.1	-	s__UBA5859	sp002432655

GCF_000327045.1	-	s__Thioflavicoccus	mobilis

GCF_002215215.1	-	s__Granulosicoccus	antarcticus

GCA_022825085.1	-	s__JAJDYQ01	sp022825085

GCF_000014785.1	-	s__Alkalilimnicola	ehrlichii

GCF_001677435.1	-	s__Woeseia	oceani

GCA_004357005.1	-	s__SMWH01	sp004357005

GCF_001187785.1	-	s__Wenzhouxiangella	marina

GCA_019187485.1	-	s__JADKFD01	sp019187485

GCF_004343305.1	-	s__Pseudofulvimonas	gallinarii

GCF_003967035.1	-	s__Aerosticca	soli

GCF_002192255.1	-	s__Stenotrophomonas	sp002192255

010.BP15_P

GCF_001697225.1	-	s__Immundisolibacter	cernigliae

GCF_002355735.1	-	s__Sulfuricaulis	limicola

GCF_000423825.1	-	s__Thermithiobacillus	tepidarius

GCA_022600535.1	-	s__JAHZKE01	sp022600535

GCA_002167745.1	-	s__UBA3031	sp002167745

GCA_020248265.1	-	s__CAIKXV01	sp020248265

GCF_000297055.2	-	s__Sulfuricella	denitrificans

GCF_001581925.1	-	s__PN-J185	sp001581925

GCF_000025965.1	-	s__Aromatoleum	aromaticum

GCF_013003965.1	-	s__Usitatibacter	rugosus

GCA_903921325.1	-	s__CAIXPL01	sp903921325

GCA_016790695.1	-	s__JAEUOS01	sp016790695

GCF_006337085.1	-	s__Sutterella	faecalis

GCF_001460935.1	-	s__Ichthyocystis	hellenicum

GCF_017377875.1	-	s__Alcaligenes	sp017377875

002.PT0_R

003.PT18_P

GCA_000244995.1	-	s__AHLZ01	sp000244995

002.BP12_R

007.CB6_P

004.BS6_P

005.CB15_P

003.BS-15_P

003.BS0_P

GCF_004367745.1	-	s__Herbaspirillum	huttiense

006.BS6
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