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Score Expect  Identities Gaps Strand
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Query 1 GTCTTTAATATCTAAAGAAGAGTTAATAARACTCGCATATAGCATTAGACCAAGAGAA 60

HHHHH\HHHHH\HHHHH\HHHHHHHHHHHHH\
sbiet 1 ATGTCTTTAATATCTAAAGAAGAGTTAATARAACTCGCATATAGCATTAGACCAAGAGAA 60

..
Sbjct 61 AATGAGTATAAAACTATACTAACTAATTTAGACGAATATAATAAGTTAACTACARACAAT 120

e T e
Sbict 121 AATGAAAATAAATATTTACAATTAAAAAAACTAAATGAATCAATTGATGTTTTTATGAAT 180

e R T,
Sbjct 181  AAATATAAAACTTCAAGCAGAAATAGAGCACTCTCTAATCTAAARAAAGATATATTAAAL 240

e e T =
Sbict 241  GAAGTAATTCTTATTAAAAATTCCAATACAAGCCCTGTAGAAAAAAATTTACATTTTGTA 300

A T T
Sbjct 301 TGGATAGGTGGAGAAGTCAGTGATATTGCTCTTGAATACATAAAACAATGGGCTGATATT 360

e T T =
Sbict 361  AATGCAGAATATAATATTAAACTGTGGTATGATAGTGAAGCATTCTTAGTAAATACACTA 420

e .
Sbict 421  AAAAAGGCTATAGTTGAATCTTCTACCACTGAAGCATTACAGCTACTAGAGGAAGAGATT 480

T T e T =
Sbijct 481 CAAAATCCTCAATTTGATAATATGAAATTTTACAAAAAAAGGATGGAATTTATATATGAT 540

e T e e
Sbjct 541 AGACAAAAAAGGTTTATAAATTATTATAAATCTCAAATCAATAAACCTACAGTACCTACA 600
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CPCLECCLLELECECT LT ELCE LTI
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GAATCATATAGAACARATTCTTTGAGAAARATARATAGTAATCATGGGATAGATATCAGG

CECLCCECLCECECECEL LTI EEE P ECEE LTI
GAATCATATAGAACAAATTCTTTGAGAAARATARATAGTAATCATGGGATAGATATCAGG

AGTTTGTTTACAGAACAAGAGTTATTAAATATTTATAGTCAGGAGTTGTTARAT

GCTAAT.
CECCCVETLL L CECEEE T T L ECEE OO T
GCTAATAGTTTGTTTACAGAACAAGAGTTATTARATATTTATAGTCAGGAGTTGTTAAAT

CGTGGAATTTAGCTGCAGCATCTGACATAGTAAGATTATTAGCCCTARAARATTTTGGC

CECPECECL O CECEE T EC PP LTI
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A
FECECLECECECCCCE T T CEPEEEET TP T T
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CLCCCEECPECELELTEE T CEEECTTEE L C T T
GTTATAAATCAAGCCTTGATATCAARACAAGGTTCATATCTTACTAACCTAGTAATAGAA

AAGTAAAAAATAGATATCAATTTTTAAACCAACACCTTAACCCAGCCATAGAGTCTGAT
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FECCELECECECCEL DL L ECEPEL LTI
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Figure S1: Sequence comparison of tcdA gene carried by Clostridioides difficile VPI10463 with the reported tcdA gene in GenBank.
