T. pusillus median: 0.161 T. pusillus median: 1.857 T. pusillus median: 0.082
H. riparius median: 0.155 H. riparius median; 1.735 H. riparius median: 0.085
Wilcoxon signed rank test p = 1.687e-64 Wilcoxon signed rank test p = 5.672e-42 Wilcoxon signed rank test p = 8.601e-08
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Model with equal codon frequencies
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T. pusillus median: 0.157 T. pusillus median: 2.738 T. pusillus-median: 0.050
H. rfiparius-median: 0.151 H. riparius median: 2.588 Heriparius median:.0.052
Wilcoxon signed-rank test p = 1.420e-62 Wilcoxon sighed rank test p =-1.077e-16 Wilcoxon signed rank test p = 1.011e-02
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average nucleotide frequencies
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T. pusillus median: 0.160 T. pusillus median: 4.034 T. pusillus median: 0.035
H. riparius'-median: 0.153 H. riparius median:3.744 H. riparius median: 0.036
Wilcoxon signed-rank test p = 1.107e-70 Wilcoxon sighed rank test p = 2.130e-12 Wilcoxon signed.rank test p = 3.064e-04
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