
−10 −5 0 5 10 15 −10 0

−20

−15

−10

−5

0

5

PC1 (42% and 38% variance)

P
C

2 
(2

4%
 a

nd
 2

7%
 v

ar
ia

nc
e)

mquast_conttotal

mquast_cont50kb
mquast_bpstotalmquast_bps50kb

mquast_longest
mquast_N50

mquast_N90

mquast_L90

Busco_comp
Busco_compdup

Busco_frag
Busco_miss

Busco_compsing

checkm_5copy

checkm_cont

binHQ_count

binMQ_count

bincontHQ_len

bincontMQ_len

ideel_apprleng_count

ideel_apprleng_frac

asmgenecount_sum

asmgenelengsum_sum

asmgenecountpermb_men

asmgenelengsumpermb_men

asmgenecountpermb_med

asmgenelengsumpermb_med

asmambigreads_sum

asmreads_sum
asmbps_sum

asmreadspermb_med
asmbpspermb_med

asmreads_proptot

asmbps_proptot

alescore

rpoleng_men

rpodepth_MSmed

rpodepth_MSsum

mquast_cont50kbmquast_bpstotal
mquast_bps50kb

mquast_longest

mquast_N90

Busco_compdup

Busco_miss

Busco_compsing

checkm_5copy

checkm_cont

binHQ_count

binMQ_count

bincontHQ_count

bincontHQ_len

bincontMQ_len

ideel_apprleng_count

ideel_apprleng_frac

asmgenecount_sum

asmgenelengsum_sum

asmgenecountpermb_men
asmgenecountpermb_med

asmgenelengsumpermb_med

asmreads_sum
asmbps_sum

asmreadspermb_men
asmbpspermb_men

asmreadspermb_med
asmbpspermb_med

asmreads_proptot

asmbps_proptot

alescore

relale

rpo_count

rpoleng_men
rpodepth_MSmen

rpodepth_MSmed
rpodepth_NPmen

rpodepth_NPmed

−0.2 −0.1 0.0 0.1 0.2 −0.2 −0.1 0.0 0.1 0.2

−0.2

−0.1

0.0

0.1

0.2

PC1 (42% and 38% variance)

P
C

2 
(2

4%
 a

nd
 2

7%
 v

ar
ia

nc
e)

Information source
a
a
a
a

ALE
BBmap
IDEEL
Prodigal

a binning

a
a

marker gene
CheckM

a BUSCO
a MetaQUAST

0 1 2 3 4 5 6 7 8 9 10SR polishing
of LR assemblies:

Canu

Flye

Unicycler

SPAdes

OPERA-MS

Assemblers

LR
SRLR

SR + 
LR

Oxygen-Limited Bioreactor Nitrogen-Limited Bioreactor

Oxygen-Limited Bioreactor Nitrogen-Limited Bioreactor

A

B


