	Species
	Mean
(nNEMM)
	Variance
(nNEMM)
	Std.err
(nNEMM)
	Mean
(nSHI)
	Variance
(nSHI)
	Std.err
(nSHI)
	P value
	Q value

	uncultured_methanogenic_archaeon
	1.03E-05
	1.37E-09
	4.55E-06
	0.00E+00
	0.00E+00
	0.00E+00
	8.85E-16
	4.31E-13

	uncultured_Sphingobacteriales_bacterium
	7.50E-06
	2.03E-10
	1.75E-06
	0.00E+00
	0.00E+00
	0.00E+00
	1.77E-11
	2.87E-09

	uncultured_Aminicenantes_bacterium
	5.76E-06
	2.19E-09
	5.76E-06
	0.00E+00
	0.00E+00
	0.00E+00
	2.50E-09
	2.15E-07

	uncultured_marine_bacterium
	4.76E-06
	1.74E-10
	1.62E-06
	0.00E+00
	0.00E+00
	0.00E+00
	8.59E-08
	4.48E-06

	uncultured_forest_soil_bacterium
	4.44E-06
	2.99E-10
	2.13E-06
	0.00E+00
	0.00E+00
	0.00E+00
	3.54E-07
	1.43E-05

	uncultured_Acidobacterium_sp.
	3.04E-06
	2.24E-10
	1.84E-06
	0.00E+00
	0.00E+00
	0.00E+00
	2.47E-05
	5.14E-04

	uncultured_Xanthomonadaceae_bacterium
	1.22E-06
	5.47E-11
	9.10E-07
	0.00E+00
	0.00E+00
	0.00E+00
	1.43E-02
	6.96E-02

	uncultured_Sorangiineae_bacterium
	1.44E-06
	1.37E-10
	1.44E-06
	0.00E+00
	0.00E+00
	0.00E+00
	1.43E-02
	6.96E-02

	uncultured_marine_microorganism
	1.13E-06
	3.05E-11
	6.79E-07
	0.00E+00
	0.00E+00
	0.00E+00
	2.91E-02
	1.17E-01

	uncultured_candidate_division_SBR1093_bacterium
	9.96E-07
	6.55E-11
	9.96E-07
	0.00E+00
	0.00E+00
	0.00E+00
	2.91E-02
	1.17E-01

	uncultured_Desulfuromonadales_bacterium
	6.31E-06
	8.87E-10
	3.67E-06
	5.84E-07
	2.35E-11
	5.84E-07
	1.06E-06
	3.69E-05

	uncultured_Bacteroidetes_bacterium
	3.27E-06
	1.12E-10
	1.30E-06
	4.09E-07
	5.69E-12
	2.87E-07
	6.27E-04
	7.82E-03

	uncultured_Clostridium_sp.
	5.29E-06
	7.20E-10
	3.30E-06
	7.79E-07
	4.18E-11
	7.79E-07
	2.76E-05
	5.67E-04

	uncultured_Mollicutes_bacterium
	3.12E-06
	1.57E-10
	1.54E-06
	7.58E-07
	1.96E-11
	5.32E-07
	1.08E-02
	6.07E-02

	uncultured_Bacteroidales_bacterium
	9.16E-06
	4.23E-10
	2.53E-06
	2.80E-06
	8.39E-11
	1.10E-06
	8.69E-05
	1.59E-03

	uncultured_Holophaga_sp.
	4.40E-06
	1.73E-10
	1.62E-06
	1.74E-06
	4.51E-11
	8.08E-07
	2.76E-02
	1.17E-01

	uncultured_Acidobacteria_bacterium
	1.33E-05
	9.36E-10
	3.77E-06
	5.76E-06
	7.89E-10
	3.38E-06
	5.30E-04
	6.72E-03

	uncultured_soil_bacterium
	3.15E-06
	1.11E-10
	1.30E-06
	6.13E-06
	1.17E-09
	4.12E-06
	1.92E-02
	8.80E-02

	uncultured_Clostridiales_bacterium
	7.74E-07
	3.95E-11
	7.74E-07
	2.62E-06
	2.56E-10
	1.93E-06
	1.29E-02
	6.96E-02

	uncultured_Myxococcales_bacterium
	6.50E-07
	9.18E-12
	3.73E-07
	2.53E-06
	4.42E-10
	2.53E-06
	2.15E-02
	9.53E-02

	uncultured_Helicobacteraceae_bacterium
	4.12E-07
	1.12E-11
	4.12E-07
	2.40E-06
	3.97E-10
	2.40E-06
	7.47E-03
	4.40E-02

	uncultured_Flexibacteraceae_bacterium
	4.12E-07
	1.12E-11
	4.12E-07
	2.69E-06
	3.35E-10
	2.20E-06
	4.24E-03
	2.88E-02

	uncultured_sulfur_oxidizing_symbiont_bacterium
	2.58E-07
	4.39E-12
	2.58E-07
	2.34E-06
	3.76E-10
	2.34E-06
	3.46E-03
	2.56E-02

	uncultured_Bergeyella_sp.
	5.44E-06
	3.85E-10
	2.42E-06
	4.08E-04
	3.52E-06
	2.26E-04
	9.99E-04
	9.29E-03

	uncultured_Lachnospiraceae_bacterium
	0.00E+00
	0.00E+00
	0.00E+00
	2.05E-06
	1.04E-10
	1.23E-06
	9.87E-04
	9.29E-03

	uncultured_Clostridiales_Family_XIII_bacterium
	0.00E+00
	0.00E+00
	0.00E+00
	1.68E-06
	1.94E-10
	1.68E-06
	3.93E-03
	2.74E-02

	uncultured_Clostridia_bacterium
	0.00E+00
	0.00E+00
	0.00E+00
	1.49E-06
	1.53E-10
	1.49E-06
	7.86E-03
	4.55E-02

	uncultured_Burkholderiaceae_bacterium
	0.00E+00
	0.00E+00
	0.00E+00
	1.36E-06
	1.28E-10
	1.36E-06
	1.57E-02
	7.41E-02

	uncultured_Methylophilus_sp.
	0.00E+00
	0.00E+00
	0.00E+00
	1.17E-06
	9.41E-11
	1.17E-06
	3.13E-02
	1.23E-01


