Supplementary Table 2. Analysis completion time and CPU utilization for chromosomes 1 and 2, based on calculations performed using PGSXplorer with T1, T2, and T3 datasets across eight methods (excluding MUSSEL).
	Data
	PGS modules
Completion Time
	All workflow
Completion Time
	All workflow CPU Hours

	T1 EUR-500)
	3h 53 min 38 sec
	4h 44min 15 sec
	6.7

	T2 (EUR-1000)
	5h 43 sec
	6h 26 min 02 sec
	8.6

	T3 (EAS-3000)
	4h 51 min 24 sec
	9h 50 min 19 sec
	17.8



