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PCA analysis
] £
. S
o] ‘=
.| & .
ERRY'¢ H
- i
o 1 ee
g ° N
4
&+ e
)
o .
v .
..f
3
§ o et
.
T T T T T
-300 -200 -100 100 200

Figure S1. (A) PCA analysis of GSE95233 and GSE154918 before batch-effect correction. (B) PCA
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analysis of GSE95233 and GSE154918 after batch-effect correction.
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Figure S2

A

Points
NLRC4
S100A9
TXN

Total Points

risk

o

1.0
o

0.8
1

Observed Probability
04

0.0

/I
0.0

B= 1000 repetitions, boot

T
0.2

0 10 20 30 40 50 60 70 80 100
; . A L L L . L ;
1
r—l
0
1
. ;
0
1
. ;
0
r : : - - - : : - T : . - :
0 20 40 60 80 100 120 140 160 180 200 220 240 260
—_—— :
0 02 05 090990999 1
C ROC
- o
. r 3.600 (0.984, 0.989)
[ee]
<.
> ©
3 o7
:‘(:,_)'
G < |
0 o
= BRI ected o~
o
o |
T T T T e T T T T T
04 06 08 10 00 02 04 06 1.0

Predicted Probability

Mean absolute error=0 n=151

1 - Specificity

Figure S2. (A) Nomogram constructed for diagnosis of sepsis using cutoff values of biomarkers. (B)

Calibration curve for nomogram. (C) The ROC curve of the efficacy of three biomarkers in training set.



