Total percentage Nanopore
consensus sequences
matching MiSeq ASVs (>97%
identity)

98,86%

From the matching ASVs, the
Percentage of differently
assigned taxonomies for the
nanopore dataset

1.1%

Total percentage MiSeq
ASV matching Nanopore
consensus sequences
(>97% identity)

98.79%

From the matching ASVs,
the Percentage of
differently assigned
taxonomy assignments for
the MiSeq dataset

1.21%
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