Tree scale: 1

NCBI-KX884445.1 Viruses NA NANA NA NA Wuhan pillworm virus 2 4312[Wuhan pillworm virus 2 strain WHSFII14871 putative nucleoprotein hypothetical protein putative matrix protein putative glycoprotein 1 RNA-dependent RNA polymerase and putative glycoprotei
INCBI-KXB84442.1 Viruses NA NANA NA NA Wuhan mlmmm vitus 2 4277\Wuhan pilworm virus 2 strain WGML144272 putative nucleoprotein hypothetical protein pt

NA Hangzhou tipula scripta rhabdovirus 1 S6|MAG Hangzhou tipula scripta rhabdovirus 1 isolate DWFY128 complete genome.

1 Viruses Monjiiricetes
L histhavirus 14IMAG Cul

NCEBI-OL700054.1 Viruses Monjivr

protein putative glycoprotein 1 I and putative glycopr
038282.1 Monjir Tibrovirus Tibrovirus alphaekpoma 4063|Ekpoma virus 1 isolate EKV-1 partial genome.
1 Viruses M e Duck thabdovirus 259|MAG Duck rhabdovirus isolate MW23 cRNA sequence.
NC 034550.1 Moniwiricetes Sripuirus 2883(Chaco vius nucleaprotain ypothetecl proten matrix hypothetical hypothetical protein and polymer
076016.1 Monjivircetes ‘Sripuvirus Srpuvirus h strain HKCCG762 nucleoprotein QKJ82 gpl. hypothetical protein QKJB2 gp2 matrix protein QK
NCBI-NC 025405.1 Viruses Monjwiicetes DaKkAID 88909 complete genome.
INCBI-NC 034542.1 Viruses Monjwiricetes Stipuvirus Isripur i hypothetical protein matrix hypothetical protein glycoprotein hypotheti
1 Viruses Monjiviicetes i hypothetical protein protein matrix hypothetical protein glycoprotein hypothetic:
1 Viuses M e s habdoviie 1 4012IMAG Evros thabdovirus 1 isolate RA2 plete seq
NCBI-ON9S5246.1 Monijiicet NAHattula Hattula thabdovirs iscate FIN L 2018 86-2 RNAdependnt RNA polymerase gene para .
NCBI-ON9S5250.1 Monijiircetes A et habdoviis 207MAG il habkvis st FIN PK- 2010 76:2 RNA-depondent RNA polmera geno aril s
1 Viruses Monjviicetes NA Hattula thabdovirus 2878]Hattula thabdovirus isolate FIN KH-201 partal cd p p
sho_cat.onsssiez.1 vinses Wonircetes WA Hattla thabdovius 1861MAG Hatula FiNPrcz01a 02
NCBI-ONOS9779.1 Viruses NA NA NA NANA Lantra virus 9MAG Lanira vius isolate SNO3 Lantra I Lo p
ruses Monjwiicetes NA IV 115[Cimo thabdovirus IV strain CimoRV-IV C68-CI-2004 RNA-dependent RNA polymerase gene partial cds.
NCBI-MF344595.1 Viruses Monjwiicete: Ohisthavirus Ohisrhavirus lobeira 72|Lobeira virus RNA-dependent RNA polymerase protein L gene complete cds.
BI-ON955240.1 Moniwiricetes Ohisthavirus late FIN L-2018 89 putative RN I g d d
1 Viruses Monjwiicetes N . p. isolate XZS1 sequence.
NCBI-MZ771210.1 Viruses Monjwiricete: N 5p. 82IMAG isolate DB clone DB1 RN partal cds,
o7

thabdo-ike virus isolate XY58454 nucleoprotein phosphoprotein hypothetical protein glycoprotein and R
NCBI-LC514056.1 Viruses Monjircete: Ohisthavirus Ohlsrhavirus pseudovishnui 13[Culex pseudovishnui thabdo-like virus 17NGK-Cps-217 genes for nucieoprotein phosphoprotein hyppothetical protein glycoprotein
|NCBIHYT68858.1 Moniiircetes Ohisthavirus Of 28[Onisdort virus strain Greifswald 2014 Oc cantans 7859 polymerase-associated protein L gene complete cds.
T 1 Viruses Monjiricetes histhavirus Ohlsth hisdort 4118MAG isolate FIN L-2018 84 hypothelical protein matrix protein putative glycoprotein and putative RNA-dependent RNA
shncerivrsseso 1 Vonircete Onisnavius O osionisdor s san Kuehkopt 2013 Gc.canans proten L
1 Moniiiricetes Drosophil I I L gene complete cds,
076145.1 Monjiricetes Sigmavirus Sigmavirus sturtevanti sigmavirus nucleocapsid protein N polymerase-associated protein P PP3 X matrix protein M glycoprotein G an
3 1 Viruses Monjuiricetes ‘Sigmavirus Drosophiia montana sigmavirus polymerase L
NCBI-JF311399.1 Viruses M Sigmavirus Sigmavirus tristis tists sigma virus I L gene partal cds.
1 Viuses M tristis 76[Drosophila Iy Lgene p:
Ne 1Vinuses M 1 NAN . solate L2e RN parial cds.
Ne 1 Viruses " NAN . isolate L2e I gene partial cds.
1 Vituses " deflexa sigmavirus RNA pol L gene parial cds.
076146.1 Moniiiricet tata 681C protein N p protein P PP3 X matrx protein M glycoprotein G and RNA-dep
NCBI-0L420708.1 Viruses Monjircet NA AksyDurug Melophagus sigmavirus 2361|Aksy-Durug Melophagus sigmavirus sirain 7473 partal genome.
NCBI-0L420710.1 Viruses Monjviricetes Melophagus sigmavirus
1 Viruses Monjuiricetes Sigmavirus Sig JHubel protein hypothetical protein p protein putative glycoprot
NCBI-NC 031240.1 Viruses Monjuiricetes Sigmavirus Sigmavirus lousefly 4017|Wuhan Louse Fly Virus 10 strain BFJSC-8 nuci (@ N putative ORF2 matrix protein Gand P
NCBI-KMB17655.1 Viruses NA NA NA NA NA Wuhan Louse Fiy Virus 8 135[Wuhan Louse Fly Virus 8 strain BFISC-6 RNA pol L
Viruses Monjviricet NAN . isolate Lag complete genome.
BI-NC 031302.1 Monjvircet hippoboscid 138|Wuhan Louse Fly Virus 9 sirain BFISC-7 nucleocapsid N putative phosphoprotein ORF2 matrx protein M glycoprotein G and RNA-depende
- 1 Viruses " ‘Gata virus 45|Gata vius strain M4 L protein glycoprotein matrix d nucleoprotein
£ BI-KXB52367.1 Monjvircets NA Orgi vius 3267/0rg! sP2L ‘matix protein d nucieoprotein
= 1 Viruses Monijircete: L KIAVLL 113|Lepidopteran virus OKIAVIL 1
NG 055531.1 Moniiircetes Barhavirus Barhavirus bahia 4087|Bahia Grande virus nucleoprotein phosphoprotein matrix glycoprotein hypothetical protein and polymerase genes complete cds.
= 1 Viruses M NA Tetrastich RNAvirus 1 brontispae RNA virus 1
1 Viuses Monjircets hubel 22]Hubei lepidoptera virus 2 strain LCML01902 putative nucleoprotein hypothetical protein 2 putative membrane protein putative ol
NCBI-NC 076147.1 Vituses Monjiviricetes 156[Pararge aegeria thabl I id protein N pol d protein P matrix protein M glycoprotein 1 G1 glyc
T NCBI-MT153443.1 Viruses. M ' Lepidopt 127]|Lepidopteran virus OKIAVL2 cR
0312821 Viruses " ’ 2493)Wuhan House Fly Virus 1 sirain SYY2-4 nucleocapsid N putative phosphoprotein ORF2 putative X protein ORF mairix protein M glycoprotein
NCBI-NC 028234.1 Viruses Moniiviicetes a7l plete g
1 Vinuses M ? h b virus isolate XIBV BE AR 362159 complete genome.
1 Vinuses Monjiricetes n havirus inhangapi Strain BEAR177325 complete genome.
i NCBI-NC 034448.1 Viuses Monjiricetes H H s nucleoproten hospforoten ypatheical protins i hcoprotein ypoteral praein and pobmerase s comp
0345371 Monjiircetes Hapavitus Hapavirus lajoya 3345]La Joya virus nucleoprotein hypothetical proteins | proteins glycoprotein
NCBI-NC 034449.1 Viuses Monjuiricetes H parry 266[Parry Creek virus nucleoprotein phosphoprotein hypothetical proteins malrx glycoprotein hypothetical protein and polymerase genes wmp\e!
NG 055473.1 Viruses " pavirus H holmes 4032[Holmes Jungle virus isolate DPP1163 complete genome.
1 Monjiiricetes Hapavirus Hapavirus ord 79]0rd River virus isolate OR1023 complete genorme.
NCBI-ONS75848.1 Vituses Monjuiricetes yata 264]Yata virus strain UG12209 partial genome.
NCBI-NC 076208.1 Viruses Moniiiricete: kent 147]New Kent County virus isolate RTS126 complete genome.
7714.1 Viruses M kotonkan 31
NCBI-NC 028239.1 Viruses Monjuiricetes virus solate
NCBI-NC 028246.1 Monjvircets delaick River vius fsolate DPPB1 co
NCBI-NC 028246.1 Monjircetes elaide 83)Adelaide River virus isolate DPP61 complete genorme.
NCBI-NC 017685.1 Viruses Monjuiricetes an virus complete genome.
INCBI-0U592970.1 Viruses Monjuiricetes bodhiang virus genome assembly chromosome complete-genorme.
0762611 Moniivircetes hayes 2191[Hayes Yard virus isolate DPP4816 complete genome.
076260.1 Viruses I 1 e isolate P5-350 Malaysian complete genome.
B1-0U592964.1 Moniiircete: Kokolu virus 3972IMAG Kokolu virus genome assembly chromosome complete-genome.
NCBI-ON746527.1 Vituses Monjiviricetes NA Huanggang Rhabd tick virus 2 4445|MAG Huanggang Rhabd tck virus 2 isolate TIGMIC 1 cRNA sequernce.
025400.1 Viruses M 8 Malakal | Malakal virus isolate SudAr 1169-64 complete genome:
NCBI-JQ941678.1 Viruses Monjuiricetes Kimberley 1542 L protein L gene partal cds.
NG 025500 1 vises Wonjiviricetes Kimberl virus isolate
1 Viuses Monjiricetes isolate
B1-NC 0253581 Viruses Monjuiricetes berimah
Ne 1 Viruses Moniiviicetes b fever virus isolate 17020MAY 7641 partal genome.
Viruses Monjwviicetes febris 140] o fever virus
NCBI-JQ941679.1 Viruses M e febris 1511 fever virus isolate CS1865 L protein L gene partial cds.
NCBI-NC 002526.1 Viruses " I o fever virus complete
NCBI-JQU41683.1 Viruses Monjwiicetes febris 183 o fever virus L protein L g
NCBI-JQ941681.1 Viruses M » febr p fever virus isolate V363 L protein L gene partial cds.
(CBI-IQ41682.1 Viruses M febris 1 fever virus isolate CS967 L protein L gene partial cds.
1 Viuses Wonjiviicetes feb fever virus isolate BEFV Israel 2006 complete genorme.
N 1 Viuses Monjiircet feb fever virus isolate BEFV Ad12 TUR complete genome.
57 1 Moniiiricet febris 4[Bovine cphemeral fover ius islate IND IDR BEFV 2019 complee genome
1 Viruses. Monjiviricetes 68B¢ meral irus strain Beijing 1 p partial cds.
1 Vinuses M febris 3114 p Bovine China Henan1 2012 complete genome.
1 Vinuses M febri fever virus isolate Bovine China Guangdong 2017 complete genome,
779.1 Vituses M ius strain BA RZ IR complete genome.
1 Monjviricets 17/Bovine ephemeralfever vis isolae BEFV CQ1 2022 complte genome
1 Viruses M ‘Sigmavirus Sigmavirus hubei 192]Hubei diptera virus 9 strain SCM172232 putative nucleoprotein hypothetical protein 2 putative X protein putative mairix protein putative
1 Viruses " us 1 157lJopcycgri virus 1 isolate NCg19 nucleoprotein N phosphoprotein P maitix protein M glycoprotein G and RNA-dependent RNA polymerase L mRNA
1 Viruses M ! B tryoni thabdovius 1 ryoni thabdovirus 1 strain d nucleocapsid hypothetical protein matix protein outer coat protein and RNA-dependent RN
Moniiircete: B: d DSV.abcs complete genome.
Viruses Wuhan Insect vitus 7 4034[Wuhan Insect virus 7 strain WHYCO2 nucleocapsid N p RF2 matix protein M and dent RNA polyme
NCBI-NC 026232.1 Viuses Monjiricetes Sunrhavirus Creek virus isolate
1 Viruses " Vesiculovirus 1169|American bat 208862 partial genome.
NCBI-NC 022755.1 Viuses Wonjiviricetes Vesiculovirus Vesicul 168]American bat vesiculovirus TFFN-2013 isolate liver2008 complete genome.
NCBI-OM030291.1 Viruses M ‘e Vesiculovirus Longquan Rhinolophus affinis vesiculovirus 1 3970]Longquan Rhinolophus afinis vesiculovirus 1 isolate LQB ZhongJu complete genome.
NCBI-OM030291.1 Viruses " Vesiculovirus Longquan Rhinolophus affinis vesiculovirus 1 11]Longguan Rhinolophus affiis vesiculovirus 1 isolate LQB ZhongJu complete genome.
1 Moniiviricetes N hong bat vius bat virus solate 1127
1 Viruses Monjwiicetes Vesiculovirus Puer bat vesiculovirus 106|Puer bat vesiculovirus isolate YNBVSVP38 complete genome.
NCBI-NC 076186.1 Viruses Monjiricetes N p. strain IHL7 complete genome.
NCBI-KX343071.2 Viruses Wonjiviricetes Vesicuovius Beni bat i 5347]Ben bt vius st GHL polymerase profein L g partal cds,
1 Monjiricetes Vesiculovirus Vesiculovirus yinshui 2586|Yinshui bat virus isolate D170022 complete genome.
Ne 1 Viruses Vescuiost Longgan Rl 157|Longquan vesiculovirus 1 compl
1 Viruses Monjiviricetes Vesiculovirus bat virus isolate MOBOS1. partal genome,
1 Monjircetes Vesiculovirus Vesicul bat virus isolate g
1 Viruses M y Vesiculovirus Vesiculovirus batvirus complete genome.
1 Viruses Monjiviricetes Vesiculovirus Vesiculovirus bat virus genome
j B1-ON684361.1 Moniiiricetes feticulatus thabdovirus 1 4024|MAG Dermacentor retculatus thabdovirus 1 isolate C
o £1-0N812570.1 Monjivrcets N Sp. 4070MAG p. isolate TIGMIC 19 complete genome.
o0 NCBI-MZ244311.1 Monijircete: Bole Tick Virus 2 isolate nucleoprotein maix g
L 00— LNCBI-ONB12577.1 Moniiircetes bole 4067|MAG Bole Tick Virus 2 isolate TIGMIC 2 complete genome.
1 Viruses " Vesiculovirus Vesiculovirus maraba 4015|Maraba virus from Brazl complete genome.
028255.1 Viruses " Vesiculovirus 3239/Cocalvirus Indiana 2 complete genome.
1 Viruses M e Vesiculovitus Vesicular stomailis virus 3989|Vesicular stomatiis virus solate Guatemala paial genome.
1 Viruses Monjuiricetes Vesiculovirus Vesiculovirus alagoas tomatis Alagoas virus Indiana 3
1 Vinuses Monijiricete: Vesiculovirus Indiana vius strain
1 Viruses M Vesiculovirus Vesiculovirus indiana 133|Vesicular stomatiis Indiana virus isolate 28336 COL 1999 complete genome
1 Viuses Monjiricetes Vesiculovirus Vesiculovirus indiana 201|Vesicular stomatiis Indiana vius strain 85CLE complete genome.
N 1 Viruses " Vesiculovirus Vesiculovirus indiana 202]Vesicular stomatits 20705 COL 2001
NCBI-OP734444.1 Viruses Monjiviricetes Vesiculoitus Vesicuovis dana 27AaVesiclar somais niana s solte INIO19COSS parta genore.
1 Monjiricetes Vesiculovirus stomatits Indiana virus strain 94GUS complete genome.
ncerearaser.. Vot Vesicuovius Vesiculoviusind Somats ndiana vis solae NACL30 N it coproei precursr and nucleoapsid genes compet cos and palym
NCBI-AY102918.1 Viuses Monjiviricetes Vesiculovirus Vesicular stomaits isolate Hazelhurst seroty interfering particle HDI.
= NCBI-KU296053.1 Viruses Monjwviricetes Vesiculovirus Vesiculovirus newjersey 4047|Vesicular stomatiis New Jersey virus isolate 27945 COL 1998 complete genome.
NCBI-KU296055.1 Viruses: M Vesiculovirus Vesiculovirus newjersey 4062]Vesicular stomalits New Jersey virus isolate 27405 COL 1998 complete genome.
NCBI-KU296057.1 Viruses Monjivricetes Vesclais Vesiclois nevirsey 2879 Vesicur SmaisNew Jasey s oAt 27379 COL 1998 complete gerre.
Viruses Monjwiicetes Vesiculovirus Vesiculovirus radi 2445|Radi virus nucleoprotein matix gh complete cds
NCEBI-NC 030206.1 Viruses Monjuiricetes Vesicuovius Vesiculovis urona 4252/Jurona i nucleoprotein phosphoprotsin matri glycoprotin and polymerase genes complte ds.
NCBI-NG 077111.1 Viruses NANA NANA NA Mejal virus 16[Mejal vius isolate JALL0 nucleoprotein N phosphoprotein P matrix protein M glycoprotein G and RNA-dependent RNA polymerase L genes complete cds.
e 1 Viuses Wonjiviicetes Vesiculovirus Vesiculovirus isfahan 196]Isfahan virus N gene P gene M gene G gene and L gene genomic RNA.
038286.1 Monjivrcets Vesiculovirus Vesicul 4305|Piry virus sirain BeAn2423 complete genome.
NG 025304.1 Moniiirice Vesiculovius Vesicul
1 Monjiircetes Vesiculovirus Vesicul hand virus
71 Moniiviricet Vesiculovirus Vesicul handipura 4088IChandipura virus
NCBI-HM627187.1 Moniiiricete: Vesiculovirus handipura virus Dak AR D 111 protein maric and RNA polyme
NCBI-ON1S8116.1 Viruses w Vesiculovirus isolate BAR SS10 763 nucleocapsid protein N P matrix protein d
NCEI-ON158118.1 Monjvrcets Vesiculovirus Vesicul handipura 179|Chandipura virus isolate TUR SS1 361 nucieocapsid protein N phosphoprotein P matrix protein M glycoprotein G and RNA-dependent
NCBI-ON1S8117.1 Viruses M Vesiculovirus BARSS12 protein N P matrx protein M and
Viruses " Vesiculovirus 4014Carajas and polymerase lete cds.
NCBI-KMB17658.1 Viruses NA NA NA NA NA Wuhan Louse Fly Virus 11 4447\Wuhan Louse Fly Virus 11 strain BFJSC-0 RNA polymerase L p
BI-1MZ305081.1 Monjiiricete: 2011IMAG sp. isolate L3-5 nucleocapsid protein matx protein and lete cds.
NCBI-NC 025356.1 Vituses Wonjiviricetes Sprivivirus 2429|Pike fry isolate F4 complete g
- 0253711 Monjircetes rus thabdovirus S64
NCBI-NC 002803.1 Monjivrcer Sprivivirus Sprivivitus cyprinus 205[Spring viraemia of carp virus complete genome.
[incarsisoro Vonpiricetes SprhiS Spruniiscyprinus 180[Sping Viemiaof Carp complete genome genoric RNA
- hcstooerasa.z Monjircetes Sprivivirus of carp virus isolate AL complete genome,
1 Viuses Monjuiricetes Spriviirus svev protein N phosoprotein P malrx protein M glycoprotein G and polymerase prote
= 1 Monjircetes Sprvivirus Sprivivirus cyprinus phosoprotein P matix protein M glycopr and polymerase protein L genes com
o 1 Vinuses o
c 1 Viruses isolate SH140501 complete genorme.
= Ne 1 Viruses Monjiricetes Sprivivirus o late SH140503 complete genome.
1 Monjiicetes sprivivirus late SH160901 complete genorme.
(CBIKT321307.1 Monjivricet SprivivirUs SprVVITUS cyprinus 74|Sprivivirus cyprinus strain SH150514 nucieoprotein N P matrix protein M glycop and RNA pol
"hcareur77782.1 viruses ISpring of carp virus isolate BJ0505-2 complete genorme.
1 Monjiviricetes Sprivivirus late shiia
N 1 Vinuses i ! isolate ADC-SVC:
e 1 Viruses. Monjiviricetes cyprinus 86|Sprivivirus cyprinus isolate ADC-SVC2016-5 complete genome.
031278.1 Viruses Wonjiviicetes Sigmavirus Sigmavirus domestica 149lWuhan Fly Virus 2 srain SYY1-3 nucleocapsid N ORF2 ORF2 X protein X matrix protein d RNA pol
NCBI-ON746534.1 Vituses Monjiricetes NA Tongren Rhabd tick virus 2 3977|MAG Tongren Rhab tick virus 2 isolate TIGMIC 2 CRNA sequence.
BI-ONB12527.1 Monjircet Ledarterus Longauan Nverte oninga ldanteius 1 36741MAG Longguan Noertercoinga acanters 1 e TIGHIC 2 compe e
o 038276.1 Monjiiricetes Ledantevirus Led viral cRNA for hypothetical proteins complete cds.
BI-NC 034454.1 Monjir Ledantevirus L I nucleoprotein matix hypothetical protein glycoprotein and polymerase genes complete cds
NCBI-NC 043538.1 Viruses Monjuiricetes Ledantevirus Ledantevirus virus nucleoprotein unit 1.and
NCBI-NC 034451.1 Viruses Monjiricetes Ledantevirus Led: ke virus nucleoprotein hypothetical protein and polymerase genes complete cds.
71711 Vinuses Monjuiricetes Ledantevis Wenzhou Rinolophus pusilusledanterus 1 4317 Wenzhou Rhinoophs pusilus ledantevius 1 isolate Y35 Daniao complete genome.
BI-NC 025341.1 Monjivircets Ledantevirus Ledantevirus fikirni 4241]Fkirni bt thabdovirus isolate KEN352 complete genome
1 Viruses M edantevius L 100[Wuhan Louse Fiy Virus 5 strain BFISC-5 nucleocapsid N phosphoprotein P matrix protein M glycoprotein G and RNA-dependent RNA polymer
1 Viruses Monjuviicetes Ledantevirus Ledantevirus bughend virus solate BF402 nucleoprotein QKO67 gp1 phosphoprotein QKOG7 gp2 malrix protein QKOG gp3 lycoprotein QKOBT gpd
NCBI-NC 034545.1 Viruses " edantevirus Ledantevirus elgon batvirus nucieoprotein and p
e 1 Viruses M edantvinus Ledantevius kanyawara 401]Kanyawara virs isolate BF602 nucleoprtein phosphoproten mar roteln glycoprotein and lrge proein genes completecds
K 1 Vinuses Monjuiricetes Ledantevirus Ledant isolate BF1102 nucieoprotein matric and large protein eds.
- 1 Viuses Monjiricetes Ledantevirus Led: [? virus isolate BF703 nucleoprotein maric and large protein
|| - 1vises Monjricetes Lecanteus Lodartevius isolae BF1001 nucoprotein and farge proten et s
1 Monjvircetes Ledantevirus Ledantevirus kanyawara 4029|Kanyawara virus isolate BF801 nucleoprotein matrix  large protein
i 1 Monjuicet Ledantevius Ledanteviuskanyawara 2456lKanyawara vrus slate BFG0L nuceoproten i g protin
E ’—NC 1 Viruses edantevirus Ledantevirus kanyawava 2412|Kanyawara virus isolate BF1101 nucleoprotein phosphoprotein matrix protein glycoprotein and large protein genes complete cds.
ks L 1 Monjiircetes Ledantevitus Led virus isolate BF: matix ndarge protin
Ne 1 Vinuses " edantevirus Ledantevirus kanyawara 142]Kanyawara virus isolate BF802 nucleoprotein matix protein glycoprots lete cds.
e 1 Viruses M Ledantevius Ledantevius kanyawara 128 Kanyawara vis isolae BF702 nucleapratein phosphoprtein mats protein glycoprotei and arge prein genes complete ds.
1 Viruses. Monijiviricetes. Ledantevirus Leds isolate BF403 nucleoprotein and large protein lete cds.
1 Viuses Monjuiricetes Ledantevirus Ledantevirus k BF705 nucleoprotein marix and large protein
% 1vises Worjuircet Lecanteus L s ot 87901 matrx and large protin
1Wonc 1 Monjiviricetes Ledantevirus Led K virus isolate MPK007 nucleoprotein phosphoprotein matrix glycoprotein and polymerase genes complete cds.
025406.1 Mniiviricet Cetarhavirus Cetarh 4147]Dolphin habdovius isolate pxV1 1992 complete genome.
NCBI-NC 076720.1 Monijviricer Cetarhavirus Cetarh h 4016Harbour porpoise habdovirus isolate WVL17017A complete genome
NCBI-NC 076720.1 Moniiircetes 0 0 h 129]Harbour porpoise thabdovirus isolate WVL17017A complete gerome.
1 Viruses M 134/Eelpout FSK 0523 partial genome.
N 1 Viruses M
o 2 Woniuiicetes sote
| 1viuses Wonjvircet haovitus 2460iChineseric-eld e b completsgenome
NCBI-0Q730265.1 Monjvircet NA Infectious hemorhagic syndrome virus sirain CB2017 complete genome.
9 NCBI-NC 008514.1 Viruses Wonjiviicetes huatsi 185[Siniperca chuatsi rhab g
9 1 Viruses Monjuiricetes h late S3 complete g
00 e 2 Vinuses Micropterus habdovirus strain MSRV-YHOL compl
1 Moniiiricetes I 2379\55\ & X isolate DF25 04 partial genome.
1 Vinuses cetes I European X patial genome.
1445 NCBI-NC 022581.1 Viruses Monjuiricetes 1 2457IE61 Vius European X complete genome vial CRNA slte 153311
o NCBI-KC608038.1 Viruses " anguila 4446 isolate J6B4
Monjiicetes lla 2458]Eel virus European X isolate DK3631 partial genome.
thucriccsosoae 1 viuses Wonji l 2430fEe1vis European X solte
1 Monjiricet | trutia isolate. N P matrix M glycoprotein G and polymerase L genes complete cds
1 Viruses " ’ perca 5501 strain EGLV CHL7
NCBI-NC 076867.1 Viruses Monjuiricetes perca isolate 18 193 complete genome.
NCBI-0Q745622.1 Vituses Monjiircet perca isolate 22-145 complete genome.
1 Monijircetes perca 2403 percaisolate
1 Viruses Monjuiricetes ! percaisolate 16 N P matrix M glycopr and polymerase L lete cds.
NCBI-NC 020803.1 Viruses M perca 53|Perch late PRV nucleoprotein N g N gene complete cds and phosphoprotein P matrix protein M glycopr
1 Viruses M perca 211 isolate PB350 nucleoprotein N phosphoprotein P matrix M glycoprotein G and polymerase L genes complete cds.
NCBI-KC408697.1 Viruses. " 1 habd late kal77 partial cds.
NCBI-KC408701.1 Monjvircet perca Satjperch ihabouits o 706 poymeras gene partal s
043525.1 Moniiviricetes Caligrhavirus Caligrh ligus 167]Cali o1
NCBI-NC 077049.1 Viruses NA NA NA NA NA Thrips tabaci associated 12512]Thrips tabs 1 isolate Tamonol RNA pol QKU30 gp1 p QKU30 gp2 putative matrx protein QKU3O gp3 hy
1 Viruses Monjiricetes NAC) 'V 4289Cimo habdovirus V sirain CimoRNV-V D24-C1-2004 RNA-dependent RNA polymerase gene partial cds.
1 Viruses " Merhavirus 06IMAG Enontekio merh late FIN L2018
NCBI-OL700055.1 Viruses Monjviricet [ 00IMAG Ci XY40850 nucleoprotein phosphoprotein maix protein glycoprotein and RNA-dep
NCBI-LC514403.1 Viruses ™ Merhavirus Merhavirus 2a82/Culex 17CKIT N P M G L genes for nucleoprotein phosphoprotein matrix profein glycoprotein RNA-
1 Viruses Wonjiviricetes N 2-C1-2004 d gene partial cds.
o0 1 Monjiviricetes N Turkey 71y Turkey isolate P431 complete genome.
1 Monjvircets Merhavirus Merhavirus merida 3971[Merida virus isolate OTU hypothetical protein and RNA-dependent RNA polymerase genes complete cds.
- NCBI-MT577803.1 Viruses M Culex thabdovirus 2885|Culex rhabdovirus strain RV Ticino 2018 complete genome,
oo [ NCBLOMBL7546.1 Viruses Monjuiricetes Merhavirus Merhavirus merida 4451 isolate nucleoprotein matix protein glycoprotein and RNA-dependent RNA polymerase genes complet
ol Ne 1 Monjiiricet NA 4006{Cullex habdovirus sirain CRV Kern complete genome.
145 NCBINC 040599.1 Viruses Monjviricetes WMerhais Merhayis mrida 104Mrida i Solis MERD-Mex07 Gampe gerame.
1 Viuses M 190]MAG Merida virus solate CMS002 040a COAV CRNA sequence.
- NCIMwizaT70.1 Moniiiricet Merhavirus Merh Ida 195|MAG Merida virus isolate CMS002 0382 COA CRNA sequence.
pncBrmweTLL Moniiircetes Merhavirus Merh Merida virus isolate CMS002 031a COAV CRNA sequence.
R 71 Monjircetes Merhavirus Merhavirus merida 2511MAG Merida virus isolate CMS002 031a COAY GRNA sequence.
NG 1 Viruses " e Evros tabdovirus 2 3967]MAG Evros thabdovirus 2 isolate RB2 CRNA sequence.
- 0 Ne 1 Viruses " Evros thabdovirus 2 BIMAG Evios habdovirus 2 isolate RB2 cRNA sequence.
T F Ramu Anopheles Rhabd rain KLTSP06B1
0 7.1 Viruses Monjiricetes NA Xanthi thabdovirus 3962/MAG Xanthi hab late RC1 nucleocapsid p q RNA pol i
T 0 Viruses Monjuiricetes NA Xanthi thabdovirus 7|MAG Xanthi thabdovirus isolate RC1 nucleocapsid complete sequence and
[ MOSQ-AXCQU2012501.1 Anopheles merus strain MAF cont2.12501 56
- MOSQ-CMO029765.1 Anopheles merus strain MAF chromosome 3L 54
MOSQ-SIXB01003095.1 Anopheles buwarmbag isolate UG.S1.HLC.0915.001 flattened line 6187 826
nopheles UG S1.HLC.0915.001 flattened line 6187 34
149MOSQ-KBEES506.1 Anophel rain QUADA A 1096 825
= 104105Q-KBE5506.1 Anopheles UADA 1096 32
MOSQ-OX030915.1 Anopheles moucheli genome assembly chromosome 2 805
oso—oxuanm& 1 Anopheles moucheti genome assembly chromosome 2 38
1 Anopheles mouchet 11807
msq cALsEDmmmseA 1 Anopheles mouchet genome assembly mrmg hap p1g000469 1 143
o MOSQ oAl 1 Anophel 10 21900004211 61
1 Anopheles 1145
Lo 4 mosq oxozoe;s 1 Anopheles mouchet genome assemiy <hromosomo 2,608
10SQ-0X030015.1 genome assembly 39
MOSQ-KZ069208.1 Anopheles cracens isolate Kuala Lipis unplaced genomic scaffold scaffold2087 36
MOSQ-LULBO1051448.1 Anopheles cracens isolate Kuala Lipis contigs1448 67
MOSQ-KB672802.1 Anopheles dirus sirain WRAIRZ unplaced genomic scaffold supercontL.14 27
$}/MOSQ-LULB01020938.1 Anophel late Kuala Lipis
(0SQ-LULBO1020938.1 Anophel late Kuala Li 230
1 Anopheles farauti No. 4 solate 7 1011 10450 64
MOSQ-LULB01051448.1 Anopheles cracens isolate Kuala Lipis contig51448 68
MOSQ-KZ071453.1 Anopheles cracens isolate Kuala Lipis unplaced genomic scaffold scaffold425 69
10R10SQ KB672802.1. WRAIR2 unplaced
NCBI-KF310911.1 Viruses " Beaumont jrus strain 6 RN partial cds.
NCBI-KF310911.1 Viruses M strain & gene partal cds,
MOSQ-KZ069208.1 Anopheles cracens isolate Kuala Lipis unplaced genomic scaffod scaffold2087 37
MOSQ-IXWZ01000647.1 Anopheles faraui No. 4 isolate 7 1011 11272 997
— MOSQ-JXWZ01013676.1 Anopheles farauti No. 4 isolate 7 1011 8595 945
MOSQ-KI915053.1 Anopheles farauti sirain FARL unplaced genomic scalfold supercont2.14 65
MOSQ-CM028116.1 Anopheles sp. NFL2015 isolate 1007C2 chromosome 3R 823
[ QUERY-ORSGTTD F Ramu Anopheles Rabdovius stin JPSGZPO31s
- QUERY.OR367349 M 1PSC3P1200
& QUERY-OR367351 F Ramu Anopheles Rhabdovirus strain JPSC4P1304
LQuERY-0R367354 F Ramu Anopheles Rhabdovirus srain JPSC6P1447
'QUERY-OR367357 F Ramu Anopheles Rhabdovirus strain RLT5P1547
NCBI-ORATO701.1 Moniiiricet NA Cambodia Anopheles tabdovirus 3484{Cambodia Anopheles rhabdovius strain AvL4 VP1 VP2 VP3 G and L genes complete cds.
(CBI-ORAT9700.1 Viruses Monjiviricetes NA Cambodia Anopheles thabdovirus 3095{Cambodia Anophel VPLVP2 G and L lete cds.
QI  Ramu Anopheles Rhabd rain JPSC1P1268
QUERY-OR367348 F Ramu Anopheles Rhabdovirus strain JPSC2P1276
H UERY-OR367345 F Ramu Anopheles Rhabdovirus strain RLT4PO783
9F QUERY-OR367388 M Ramu Anopheles Rhabdovirus strain JPSC3PO6L7
o QUERY-OR367410 M Ramu Anopheles Rhabdovirus strain KPSC6P1015
UERY-OR367356 F Ramu Anopheles Rhabdovirus strain RLT4P1546
0 QU £ Ramu Anopheles Rhabd rain RLT1P0728
MOSQ-CMO32177.1 Anopheles rivulorum isolate F794 chromosome 2 66
1 epioticus2 88 41
1 Anophel wain epiroticus? 177 829
1 epiroticus2 177 21
MOSQ-KZ062964.1 Anophek ! fate BIQL scaffold1471 898
5| MOSQ 2062964 1 Ancpheles maculatus solate B2 2
MOSQ-LULA01024451.1 Anopheles maculatus isolate BIQL contig24451 &
AHMOSQ-KZ063314.1 Anopheles maculatus isolate BIQ1 unplaced genomic scaffold scaffold2300 1
10SQ-LULA01026087.1 Anopheles maculatus isolate BIQ1 contig26087 9
o MOSQ-KZ063740.1 Anophel
10105Q-KZ063740.1 BiQL
MOSQKE00699.1 rcphees rain FUMOZ unplaced 41512
MOSQ-CA el 219000005115
MOSQ—RCWQO](X)OSEU 1Anopheles funestus strain FUMOZ 1G00000907 396
tus strain FUMOZ scaffold supercont1. 445 11
4 MOSQ-RCWQO1000580.1 Anopheles funestus strain FUMOZ tlg00000907 13
MOSQ-KB668998.1 Anopheles funestus strain FUMOZ unplaced genomic scaffold superconty. 445 10
tMosQ—oxuaquA 1 Anopheles funestus genome assembly chromosome 3 612
FUMOZ 11900000804 25
soso.ca LAnophet 0219000005114
MOSQ-STHBO1023904.1 Anopheles rivulorum isolate F794 NODE 45119 length 1321 cov 70,3601 563
1 Anopheles F794 NODE 68.27140
MOSQ-STHBO1034651.1 Anopheles rivulorum isolate F794 NODE 9811 length 7540 cov 64,6892 31
HOSQ-STHADIGRES1 1 Ancprles o solaie £704 NODE 901 ngin 7540 <o 646092 30
nopheles F794 NODE 41768 length 1502 cov 80.0516 26
hMOSQ-STHEO1027907. 1Annphe\es ivulorum isolate 794 NODE 49557 length 1141 cov 63,6775 490
MOSQ-STHB01029845.1 Anopheles fivulorum isolate F794 NODE 51659 lengh 1079 cov 69,1208 59
1 i F794 NODE 48232 length 1189 cov 115,457 51
10SQ-STHB01023516.1 Anopheles rivulorum isolate F794 NODE 44636 length 1341 cov 214812 29
MOSQ-STHB01018526.1 Anopheles rivulorum isolate F794 NODE 38628 length 1718 cov 62.0679 22
MOSQ-STHBO1024627.1 Anopheles rivulorum isolate F794 NODE 4593 length 11378 cov 49,8166 49
1 Anopheles F794 NODE 1. 6714 19
NCBI-NC 077088.1 Viruses M NA 1 184/Sodak thabdovirus 1 N protein N P protein P M protein M G protein G and L protein L genes complete cds.
[ QUERY.ORI67360 F Ramu Anopheles Ribovirus srain JLTZP1640
0 [ NCBHOBSSELT1 Vuses NANANANANA Hubel st 12005 Hubei mosal 1strain protein gene complete cds.
NCEI-KXBB3918.1 Viruses NA NA NA NA NA Hubel mosquito virus 1 2904|Hubei mosquito virus 1 sirain mosZJ34341 hypothetical protein gene complete cds
- 1 Anopheles F794 NODE gth 3117 cov 300,67 1006
00 ‘MOSQ STHADIOIGS26.1 Anophles st 70 NODE 36504 kngh 1650 co 104150 70
| Virgaviridae NA g virg gavlike virus strain SW14
1 [ 00 1 1 Ki ta Al Virgaviridae NA irga-like virus strain SW14
g I I 1 Viruses Kit ta Alsuviricetes Martelivirales Virg: gl it 1 2041IMAG Enonteki virga ke vis 1 slate FIN L 2018 50 pyproton and hypeihetical protein genes partl ds.
= 1 Vinuses Virgaviridae NA Atralo Virgalke vius 7 2039]Atrato Virgavlike vius 7 strain Psal 1748-2 genomic sequence,
\T{ |NCBMNG61125.1 Vituses Kirinoviicota Alsuviricetes Marteliales Virgaviidae NA Atalo Virgalike vis 7 2031/Aato Virgafe irs T siran Psal 17471 genomic sequence.
o it ta Alsuviricetes Virgaviridae NA Atrato Virgalike virus 7 3051[Atrato Virgadlike virus 7 strain Psal 1744-1 genomic sequence.
- HnT‘NcB\—MNeenza Vi Kinovicota et Vigavidae NA Atato Virg 7 3050)Avato Viga-e vins 7 sai Psal 17723 genomic sequence.
00 NCBI-MNG61129.1 Viruses Kiti ta Alsuviricets javiridae NA Atrato Virg 7 2029)Atrato Virga-like virus 7 strain Psal 1766-2 genormic sequence.
- heles sp. NFL2015 isolate 1007C2 NODE 6387 length 7007 cov 31.8999 50
NCBI-NC 031307.1 Viruses Ellovircetes Bunyavirales SOSSMan Mosquio Vi 1 S WT3-15 RNAdeperdent RNA poymerase L g compet s
1 Viruses el & i Yce03 RN patial cds.
1 Ellovircetes Bunyavirales Bactrocera ati 076IMAG Bactrocera lai isolate BI-V3 segment 1 complete seq
0 % NCBI-MT153491.1 Viruses il B I N vinus OKIAV224 h virus OKIAV224
w0 1 Viruses NA e diptera virus 6 3074[Hubei diptera 0 I gene complete cds.
o NCBI-OK491514.1 Viruses NANA NA NA NA Hubei diptera virus 6 3073MAG Hubel diptera virus 6 solate known 5 segment mal hypothetical protein gene complete cds.
0553941 Ellovircetes Bunyavirales RNAL
= |NOBI-ONOS9784.1 Vituses Negamaviriota Elioviictes Bunyavicles Phasmaviidac Orihophasmabirus Orthophasmavius niuklukense 307IMAG Nikluk phaom viusisolae SNOX NiuKik L profein L g partal e
oo NOS783.1 Viruses Ellovircetes Bunyavirales Niukluk phantom virus fsolate IRN3 Niukluk L protein L gene complete cds
NCBI-ONO50782.1 Ellovircetes Bunyavirales niuklukense 3079IMAG Niukiuk phantom virus isolate BWS Niukluk L protein L gene complete cds.
96— NCBI-NC 078309.1 Viruses tes Bl I phantom virus isolate C7 segment L complete sequence.
= 0312031 Ellovircetes Bunyavirales Gockraoch Virus 1 strain WCZL-5 RNA polymerase L p
1 epioticus2 unplaced 88 42
] QUERNORSSTLSFRa Ancprles unavis i LT2P140
= ™0 1 700200.1 Viruses Ell les NANA XiangYun 14 4093MAG Xiang¥un Virus 14 isolate 19272 RN
R MOSQ-KE525326.1 Anopheles scaffold AS2 694
- - [ RMOSQ-CAL heles nill genome. 0 2190001501 1 684
T R MQSQ-OXIZL311.1 Ancphls ol g assenth leomcsone 3670
w0 NCEI-MHL88002.1 Vituses & les NANA Culex 3481{Culex Bunya-like virus strain CBUNVL Fresno complete genome.
R NCBI-MH188002.1 Viruses Negamaviricota Elioviricetes Bunyavirales NANA Culex Bunyalike virus 1021[Culex Bunya-like vius strain CBunVL Fresno complete genome.
o 1 Viruses Ell B les Phenuiviridae NA Atrato Goukolike virus 14850 virus 1 strain Cx 1 LeRN
e L e 1 Viruses el B les Phenuiviridae NA Atiato | virus 1 strain Cx 17 LeRNy
NCBI-OL700105.1 Viruses il NANA XiangYun Virus 5 4851IMAG XiangYun like vius 5 isolate XYS717 I I
NCBILC772149.1 Viruses Negamaviricota Elloviicetes Bunya\males NANA Coqullstida buryavis 4045IMAG Coculltida gene for RN o
o™ 1 Vinuses Elloviricetes B N 434St iy S i i 100254 RV RNA poymarasa gane i i
NCBH.C772142.1 Vises NegamaviotaElioiicetes Buryairles NANA Ancpheles buryavis 1 4S4ZINAG Aropheles buryairss 1 araisLiv 290 Lgene for
NCBI-LC772143.1 Viruses Negamaviricota Eliovircetes Bunyavirales NA NA Aropheles bunyavirus 1 2003/MAG 1Zmq15Liv-290 RN L gene for complete cds
QUERY-OR367361 F Ramu Anopheles Bunyavirus strain JLT2P1640
Ne 1 Viruses il B les NANA Rhodopi bunyalike virus 4841[MAG virus isolate BD1. g q
1 Viruses el B ! bunyalike virus 2006|MAG Rhodopi bunya-like virus isolate BD1 genomic sequence.
1 Viuses Elloviicetes B I Cimo phenuivirus VI VI sirain GimoPhV-VI F09-CI-2004 segment large RNA-dependent RNA polymerase RORp gene parial cds.
1 Ellioviricetes Bunyavirales NANA Culex Bunyalike virus 4844|Culex Bunyavlike virus strain CBUnVL Fresnio complete genome.
L o CBHHL00021 Viuses Negamaviicota Ellowkcates Bunyaviales NANA Culex ICulex Bunyarike
NCEI-MHLB800L.1 Vituses €l Jos NANA Cule Bunyalike vius 4843ICulex Bunya. ke it srain CBUnVL Los Angeles RNA-dependent RNA polymerase gens complet cds

108(CBI-MHIB8001.1 Viruses Negamaviricota Elloviricetes Bunyavirales NANA Culex Bunyalike virus 2004{Cuex Bunya-like irus sirain CBunVL Los Angeles RNA-dependent RNA polymerase gene complete cds.
NCBI-KMB17701.1 Viruses Negamaviricota Elioviricetes Bunyavirales

NA Xinzhou Mosauito IXinzhou Mosquito Virus strain XC3-5

NCBI-KM817701.1 Viruses. Elioviricetes Bunyavirales NA Xinzhou Mosquito Virus 2002[Xinzhou Mosquito Virus strain XC3-5 ol
QUERY-OR367391 F Ramu Anopheles Bunyavirus strain JPSC4P0642
NCBI-0L700209.1 Ellioviricetes B les NA NA XiangYun 14 4846MAG XiangYun b like virus 14 isolate 19272 g ds.
NCBI-0L700200.1 Ellioviricetes B les NA NA XiangYun 14 2001|MAG XiangYun virus 14 isolate 19272 complete cds.
10SQ. heles sp. NFL2015 isolate 1007C2 NODE 19980 length 1620 cov 265184 60
NCBI-MZ679081.1 Viruses Pisuviricota 5p. 4919IMAG p. isolate 310R-k141 plicase polyprotein ge d d
o0 L cormzsse242.1 viuses Pisuviicats N

sp.
NCBI-MZ679109.1 Vinuses Pisuricota Pisoiviricetes Picomavirales Dicistoviidas Crpavius Crpavirus sp. 4863IMAG Cripavius sp. soate R120-c141 79560 hypothetical protin 1 and hypotheticl protin 2 genes complete s,

1 Viruses Pisuvircota . isolate YSN401
1 Viruses Pisuviricota ipavirus Cripavirus sp. 4880] . 120188 and putative capsid polyprotein genes complete cds.
NCBI-0Q363047.1 Viruses Pisuviricola Hangahou dcisrolike vius 7 481IMAG Hangehou dcisiv-fke ius 7 soate 1240 oenomc sequence
© NCBI-ON162049.1 Viruses Pisuviricota NA 5p. 4866IMAG p.isolate 165b-k141 gene partal cds.
NCBI-MZ679094.1 Viruses Pisuviricota

Sp. 4865MAG Cripavirus sp. isolate 48cR-k141 466170 hypothetical protein 1 and hypothetical protein 2 genes complete cds.

1 Viruses Pisuviicota.

ipavinus Crpavis sp. 48931MAG Cripavinus sp. fsolat S58-40L41 762074 hypotheticalprotin 1 and hypotheical protin 2 genes complete cds,

NCBI-MN917669.1 Viruses Pisuviricota Pisonivircetes Picomavirales N 4898MAG sp. genomic sequence.
NCBI-MZ679092.1 Viruses Pisuviricota 4882IMAG Cripavirus sp. 459693 putative repl d putative capsid lete cds.
1 Viruses Pisuviricota. trosus di d

NCEI-OM854118.1 Viruses Pisuviricota.

NCBI-KX883903.1 Viruses NA NANA NA NA Beihai picoralike virus 76 4900|Beihai picoma-like virus 76 strain HOU156700 hypothetical protein gene partial cds.
NCBI-MZ375174.1 Viruses NANA NANA NA Riboviria sp. 4889|MAG Riboviria sp. isolate

late HM1502254 nonstructural polyprotein ORF gene complete cds and capsid protein

polyprotein gene p

NCBI-OM953873.1 Viruses Pisuviricota

polyprotein

NCBI-ON746387.1 Viruses Pisuviricota Pisonivircetes Picomavirales Dicistroviridae NA Maanshan Dicis tick virus 1 4868|MAG Maanshan Dicis tick virus 1 isolate TIGMIC 1 genomic sequence.

NCEBI-0Q722313.1 Viruses Pisuviricota.

6 4875|Flumine di 6 non-structural

BalT 1pi 4904|MAG BalT 1 picomarlike virus isolate RVP4 complete genome.

1 Viruses Pisuviricota
NCBI-MZ209774.1 Viruses Pisuviricota

NAHangzhou nydella grseol dcstourus 1 4G5IMAG Hangznou hydrellia griseola dicistrovirus 1 isolate DLQTFY62 complete genome.

NCBI-MZ679056.1 Viruses Pisuviricola

Guiyang dicist dicist isolate complete genome.

QUERY-OR367342 F Ramu Anopheles Cripavirus strain JLT1P0118
NCBI-KU169878.1 Viruses Pisuviricota. hel

Sp. 4B72IMAG. p. isolate izt plicase and putative capsid protein genes complete cds.

Cvirus virus 1 po | i

cds,

1 Viruses Pisuviricota

NA p. 4926|MAG p. isolate 72-k141 254713 RNA dependent RNA polymerase gene partial cds.

1 Viruses Pisuviricota.

NAAmy ant associated antassociated isolate MGN-1 C11 RNA-dependent RNA polymerase gene partial cds.
NA

20 4901 I polyprotein ge ol
c

Nilaparvata lugens C I

fipavirus 4906[Cricket solate CrPV-3 compl

Cripavirus Cr vl vitus

Nt 1 Viruses Pisuviricota.

NANAAma 1 4909|Arma chinensis virus 1 isolate GZ1 complete genome.

NCBI-MZ679113.1 Viruses Pisuviricota

5p. 4864MAG Di sp. isolate 175-k141 54019 replicase polyprotein and capsid polyprotein genes complete cds.

1 Viruses Pisuviricota

5p. 4862IMAG solate 542-k141 911615 putative replicase and

partial

NCBI-ON162117.1 Viruses Pisuviricota

p. isolate sequence.

NA

055394.1

sP.

Sp. 4922IMAG. sp. isolate 213-k141 116235 RNA dependent RNA polymerase gene partial cds.
NCBI-MF189972.1 Viruses Pisuviricota Pisoniviricetes Picomavirales Dicistroviridae NA Milport beadlet anemone dicistrolike virus 1 4921Millport beadlet anemone dicistro-like virus 1 isolate V52 partial genome.
NCBI-MF189973.1 Viruses Pisuviricota NA Caledonia beadlet
NCEI-MZ679101.1 Viruses Pisuviricota
NCBI-ON162118.1 Viruses Pisuviricota NA
NCBI-MZ679074.1 Viruses Pisuviricota N

dicistrolike virus beadlet dicistro-fike virus 2 isolate 138 partial genome.

Sp. 4924|MAG p. isolale 358R-k141 548664 hypothelical protein 1 and hypothetical protein 2 gene partial cds.
Sp. 4920|MAG. sp. isolate 214-k141 609 RN gene partal cds.

p. 4905IMAG sp. isolate 165b-+ k1A122327s hypothetical protein 1 and hypothellcal protein 2 genes partial cds.

Ellioviricetes Bunyavirales
1 Viruses Pisuviricota

Cvirus alyprotein and srucural polyprotei genes compete ds.

QUERY-OR367340 F heles Cripavirus strain JLT1PO118

NCBI-KU169878.1 Viruses Pisuviricota. heles C virus Cvius polyprotein and structural polyprotein genes complete cds.
R NCBI-KX883775.1 Viruses NANA NANA NA Hubei virgalike virus 21 2012|Hubei virga-like virus 21 strain hypothetical protein

R NCBI-OL700070.1 Viruses NA NA NA NA NA Hubei virgalike virus 21 2011[MAG Hubei virg: 21 isolate XY8801 lete cds.

™0

™

SQ- 1 Anopheles farauti No. 4 isolate 7 1011 7581 355
= R QUERY-OR367394 F Ramu Anopheles Virga-like virus strain JPSCSP0648
o0 R MOSQ-CMO027234.1 Anopheles atroparvus strain EBRO chromosome 2L 351
™0 R MOSQ-CAL 1 Anopheles at rain Infravec2 EBRE genome assembly conlig alg0000111 354
1R MOSQ-CA. 1 Anophel st ig PTGO0000AL 353
NCBIOQI2S06.1 Viuses NANA NANA A Riboviia 5. 681INAG Risiasp ol warlerz0s e 1072 genomic sequence
NCBI-MT138162.1 Viruses Pisuvircota 07IMAG

™0

Nt

1 Viruses Pisuviricota Sobelivirales QBBG\MAG
NCBI-MW239377.1 Viruses NA NA NANA NA Riboviria sp. 3001/MAG Riboviria sp. isolate long-tailedTit192con17 hypothetical protein gene partial cds.
NCBI-MW239512.1 Viruses NANA NANA NA Riboviria sp. 2032IMAG Riboviria sp. isolate stonechat111con17 hypothetical protein gene partal cds.

NCBI-MZ375164.1 Viruses NA NA NA NANA Riboviria sp. 1965|MAG Riboviria sp. isolate 1PE-RDRP-15 hypothetical protein 1 gene complete cds and hypothetical protein 2 gene partial cds.

sp. isolate L7-5 hypothetical protein 1 and RNA-dependent RNA polymerase genes complete cds,

BI-MZ443571.1 Viruses Pisuviricota Pisoniviricetes Sobelivirales Solemoviridae NA Vespula vulgaris Sobemolike virus 1 2949]Vespula vulgaris Sobemo-like virus 1 isolate Vvul virus 03 hypothetical protein genes complete cds,
NCBI-MW199227.1 Viruses NANA NANA NA Virus sp. 2913]Virus sp. isolate L6i hypothetical protein 1 and hypothetical protein 2 genes complete cds.

BI-MW310331.1 Viruses Pisuviricota beliviral bemoviru:
1 Viruses Pisuviricota. Sobelivirales b

sobemovirus Zeugodacus cucurbitae sobemovirus isolate Be isolate YN-BC-V1 complete genome.

NCBI-M
NCBIM

NCBI

INCBI-MT361055.1 Viruses Pisuviricota beliviral N h

2895|MAG Zeugod: late CQ-Ze-V3
sobemo-like virus strain 18-GZ-adult hypothetical protein orf1 and
sobemolike virus sobemo-fike virus strain 18-GZ-pupa hypothetical protein orfL and RNA po) o2 I

bemo-like virus strain 17-GZ- protein orf1 and
MZ556263.1 Viruses Pisuviricota Pisoniviricetes Sobeliviales Solemoviridae NA Sichuan mosauito vitus

73610611 Viruses Pisuviricota beliviral N

(7361059.1 Viruses Pisuviricota N h

NCBI-

1 Viruses NA NANA NANA Wenzhou sobemolike virus 4 1093|Wenzhou sobemo-ike virus 4 strain 18-L2-20 hypothetical protein 2 gene partial cds,
ONISZ543.1 Vinuses NANANA NANA Wenzhou sobemolke i & 2975Wenzhou sobemo-ik vius 4 st 16--11 ypothetical prten 2 gene partal o

1 Viruses a 4isolate pool 99 segment 1 complete sequence.

NCEI

1gpNCBI-
Bt

(CBI-MT361057.1 Viruses Pisuviricota Pi beliviral N
NCBI-ON52542.1 Viruses NA NANA NANA Wenzhou sobemolike virus 4 2067|Wenzhou sobemo-like virus 4 strain 18-LZ-10 hypothetical protein 2 gene parial cds.

NCBI-

1 Viruses Pisuviricota P belviral N h

sobemolike. sobemo-like virus strain 17-GZ-larva hypothetical protein orf1 and
sobemo-like virus strain 18-GZ-larva hypothetical protein orf1 and

KX882831.1 Viruses NANA NANA NA Wenzhou sobemolike virus 4 2037|Wenzhou sobemo-
MTS91567.1 Viruses NA NANA NANA Wenzhou sobemolike virus 4 2953[Wenzhou sobemo-
MT758605.1 Viruses NANA NANA virus 4 sobemo-

@ virus 4 strain mosZJ35391 hypothetical protein 1 and hypothetical protein 2 genes complete cds.
ike virus 4 strain WSLV4 Ticino 2019 complete genome.
ike virus 4 ‘segment 1 complete seq

(CBI-MT096519.1 Viruses NA NANA NA NA Wenzhou sobemolike virus 4 2965|MAG Wenzhou sobemo-like virus 4 isolate FTAL-S complete genome.
NCBI-MW434822.1 Viruses NANA NANA NA Kellev virus 2956MAG Kellev virus isolate CMS002 020b SAND segment RNAL genomic sequence.

NCBI-ON955117.1 Viruses Pisuviricota Sobelivirales ‘Sobemovirus 901MAG ki I

FIN L-2018 89 putative trypsin-ike serine protease and putative RNA-dependent RNA polymerase genes
NCBI-MH703049.1 Viruses Pisuviricota Pisoniviricetes Sobelivirales Solemoviridae Sobemovirus Yongsan sobemolike virus 1 2995|Yongsan sobemo-like virus 1 strain YSLV1 16-0052 ROK 2016 hypothetical protein 1 and hypothetical protein 2 genes complete cds,
NCBI-KX882832.1 Viruses NA NANA NA NA Hubei mosquito virus 2 1967]Hubei mosquito virus 2 strain mosZJ35453 segment 1 hypothetical protein 1 and hypothetical protein 2 genes complete cds.
NCBI-LC743521.1 Viruses NANA NA NA NA Hubei mosauito virus 2 2903[Hubei mosquito virus 2 181snonPS RNA segment 1 nearly complete sequence.
NCBI-OL700060.1 Viruses NA NANA NA NA Hubei mosquito virus 2 2900JMAG Hubei mosquito virus 2 isolate XY1170 hypothetical protein 1 and RNA-dependent RNA polymerase mRNAS complete cds.
NCEI-MWB58089.1 Viruses NA NA NANA NA Virus sp. 1977|Virus sp. isolate ¢1 RNA-dependent RNA polymerase gene partial cds.
1 Viruses Pisuviricota Sobelivirales

1 Viruses Pisuviricota. beliviral NAAuato
NCBI-MT361065.1 Viruses NA NANA NANA Kwale mosquito virus 1975|Kwale mosquito virus hypothetical protein orf1 and
NG 1 Viruses NANANANA N, 2011/MAG

virus 5 2899|Atrato Sobemo-iike virus 5 strain Cqvz1753-174 segment 1 genomic sequence.
s virus 5 strain Cqvz 1772-143 segment 1 genomic sequence.

isolate CMS002 0175 RNAL g
(CBI-MK285337.1 Viruses NA NANA NA NA Renna virus 1982IMAG Renna virus clone RENV S1 Mex 2016 complete genome.

NCBI-MWB50769.1 Viruses NANA NAN; mosquito isolate

TRy 1 Viruses NA NA NA N mosquito virus

E NCEI MNOS3795.1 Viruses NANANANA mosquito vir

hypothetcal protein
hypothetical protein g o
moSquito vius strain PB-AAF-1-3 segment 1 complete sequence.
1 Viruses NA NANANANA Guadel a q PB-AAN-1-4 segment 1 complete sequence.
NC 1 Viruses NANANAN; a MOSQUIo virus strain Ab-AAF-1-5 segment
e 1 Viruses NANA del a MOSquito virus strain Ab-AAF-1:5 segment 1

mosquito virus isolate

1 Viruses Pisuiicota el N o 1o6sAC
L Nommza96023.1 viruses iswircota Sobelviales 19630AG

sp. isolate L7 1and
sp. isolate L7-4 hypothetical protein and RNA-dependent RNA polymerase genes partial cds.

™0

Ellioviricetes B I heles bunyalke virus 1020] heles b
QuERv OR367413 F Ramu Anopheles Bunyavirus strain JLT2P1148
QUERY-OR367392 F Ramu Anopheles Bunyavirus strain JPSCAP0642

viike virus isolate BC1 genomic sequence.

HLC772145.1 Viruses Eli B les N h
UERY-OR367359 F heles B train JLT2P1640

bunyavirus 13480 heles b 1zmqi5Liv-29b RNA segment S gene for nucleoprotein complete cds.

05Q- 1 late AKwigs3 35520 699
1 Anophel scf 693
1 Anophel unplaced 176
MOSQ-CAL 1 Anopheles ziemanni P1g0000291 1 1 697
MOSQ-CAL 1 19 atg0001141 1 698
105Q-0X030920. hel h
MOSQ-CALSF. 1 Anopheles ig 210000051 1 664
MOSQ-OX031311.1 Anopheles ili genome assembly chromosorme 3 668
OsQ-CAI. 1 Anopheles nil geriome ig atg000005! 1 665
AL nopheles i 11666
MOSQ CALSFZ010000005.1 Anopheles i gerome assembly contig a1g000005i 1657
heles nili genome:
MOSQ-OX031311.1 Anopheles nili genome assembly chromosome 3 680
MOSQ-OX031311.1 Anopheles nili genome assembly chromosome 3 669
MOSQ-ATLZ01050973.1 Anopheles nill Ctg50973 700
MOSQ-OX031311.1 Anopheles il genome assembly chromosome 3 672
MOSQ-CAL 1 Anopheles ril 15011686
(0SQ-OX031311.1 Anopheles nill genome assembly chromosome 3 671
7EMOSQ-ATLZ01008100.1 Anopheles nill Ctg8100 692
10SQ-OX031311.1 Anopheles nill genome assembly chromosome 3 682
1.1 Anophel ly 3683
MOSQ-CAL 1 genome 15011 687
b oso OXCRLILLL Aropheles il geome assemiy chomosomo 3674
AL

zz

050+ 1688
MOSQ-0X031311.1 Anopheles il genome assembly chromosome 3 679
10805Q-0X031311.1 Anopheles nili genome assembly chromosome 3 673

[ R NCBI-MW452293.1 Viruses NA NA NANA NA Riboviria sp. 775/Rib strain YC066

QUERY-OR367362 F Ramu Anopheles Virga-like virus strain JLT3P1702

protein putative gl d hypothetical protein
partial cds.

RNAp P
R NCBI-OL70007L.1 Viruses NA NA NA NA NA Hubei virgalike virus 23 774/MAG Hube virga-ike 3 isolate XY43688

-OMB17549.1 Totiviridae NA Totiviruslike Culex mosat 11844 Culex

1 isolate TotiCxMV2 hypothetical protein gene partal cds and RNA-dependent RNA polymera

Totiviridae NA 11842MAG

BI-OL700195.1

™

’7Ncslropnzummv‘msesr c habrivirales Totiviridae Tc Hattul

Totiviridae NA XiangYun totiike virus o 1846|MAG XiangYun tot-ike virus 6 isolate s id protein d RN
NCBHLC514395 1 viuses Duplormaviicata Chiymavirictes Ghabrviales Totwirdae NA Culex natomi ot 1640]Culex natomi i 1TCRNGK.Crt-71 genesfor caped protein RNA-dependent RNA polymerase complete cds
1 Totiviridae NA Culex 1834Culex isolate CITV Leuven Pool6 complete genome.
Nt 1 Totiviridae NA Pising strain Psfu 1
Toiidae NA Pisingos virus 1824[Psingos vius sran Caly 1752-1.1 genoric sequence
1 Ghabrivirales Toiviridae NA Pising 1830[Pisingos virus strain Ps 17
1 Totiviridae NA Pising

sequence.
Cqly 1752-1.1 genomic sequence.
{olius 1 1829IVAG Hatula tovirus 1 solte FIN KH-2016 20 Partial capsid protein and Partal RNA dependent RNA polymerase genes complte cds.

™

c Ghabrivirales Totiviridae Totivirus Hattula totivirus 1 1827|MAG Hattula totivirus 1 isolate FIN L-2018 88 complete genome.
NCEI-OP019869.1 Viruses Duplomaviricota Chrymoliviricetes Ghabrivirales Totivridae Totivirus Hattula totivrus 1 1820[MAG Hatlula totivirus 1 isolate FIN PK-2018 62 complete genome.
NCBI-OP019871.1 Viruses Duplormaviricota Chrymotiviricetes Ghabrivirales Totiviridae Totivirus Hattula totivirus 1 1816/MAG Hattula totivirus 1 isolate FIN PP-2018 10 complete genome.
o 1 Viruses ct Ghabrivirales Totiviridae Totivirus Hattula tofivirus 1 1822|MAG Hattula totivirus 1 isolate FIN PK-2018 69 complete genome.
NCBI-OP019868.1 Viruses Duplomaviricota Chrymotiviricetes Ghabrivirales Totiviridae Tolivirus Hattula totivirus 1 1814]MAG Hattula totivirus 1 isolate FIN PK-2018 61 complete genome.
MOSQ-AXCL01026706.1 Anopheles maculatus strain maculatus3 cont1.26698 326

NCBI-OM743944.1 Viruses NA NA NA NA NA Jordan Creek virus 1848|Jordan Creek virus isolate JoCrv-2020 hypothetical protein gene complete cds.
y—w—‘ 1 Totivirdae NA Totivirusike Culex mosal 11841MAG 1

a

038 ALCO

1 Viruses Di c habrivirales Totiviridae Totivirus L virus 1847]L isolate OTU78 hypothetical protein and RN complete cds.
1 Ghabrivirales Totiviridae NA Fitzroy Crossing toflike virus 1 1843|Fitzroy Crossing toti-like virus 1 isolate FCoLV1 pool-6 complete genome.
Totiviridae NA XiangYun totiike virus 6 1845|MAG XiangYun toti-like virus 6 isolate XY161838 d
= NCEI-LC514398.1 Viruses D habrivial ulex inatomiitotivirus 1839|Culex inatomii totivirus 17CxNGK-Cnt-71 genes for capsid protein RNA-dependent RNA polymerase complete cds.
& 1 Ghabrivirales Totiviridae NA Culex modestus tofivirus 1831|MAG Culex modestus totivirus isolate TB1 genomic sequence.
T 1 Totivridae NA Pisingos virus 1817|Pisingos virus strain Caly 1752-1.1 genomic sequence.

o7

BI-OL700195.1

™o 1 Totiviridae NA Pising I Psiu 17418
1 Viruses habrivirales Totviridae NA Pisingos virus 1823 strain Caly 1752-1.1
7 NCB-OPDLGB71.1 Viuses Duplomaviicta Chvymmwmceles Ghabrivirales Toliviridae Totivirus Hattula totivirus 1 1815|MAG Hattula totivirus 1 isolate FIN PP-2018 10 complete genome.

o 1 Viruses Totiviridae Totvirus Hatula totivirus 1 1819MAG Hattula totivirus 1 isolate FIN PK-2018 62 complete genome.
s 1 Viruses c Ghabrivirales Totiviridae Totivirus Hattula totivirus 1 1828MAG Hattula totivirus 1 isolate FIN L-2018 88 complete genome.
1 Ghabrivirales Toiviridae Totivirus Hattula totivirus 1 1821|MAG Hattula totivirus 1 isolate FIN PK-2018 69 complete genome.
Totivridae Totivirus Hattula totivirus 1 1813MAG Hattula totivirus 1 isolate FIN PK-2018 61 complete genome.

7
0L NCBI-OP010868.1

UERY-OR367341 F R heles Totivirus strain JLT1P0118
T 1 Viruses habrivirales Totiviridae i heles totivirus 1811/Austral i

ATV 115734 complete g

1 Viruses IS Totiviridae N i

™ 1 Viruses Ghabrivirales Totiviridae NA Austral totivirus. hel \TV 205547 capsid gene partial cds and RNA-dependent RNA polymerase gene complete cds.
K Viruses Ghabrivirales Totiviridae i heles tof nopheles totivirus strain AATV d
MOSQ-KZ069668. lAnophe\es late Kuala Lipis unpl 330

SQ- heles faraut No. 4 isolate 7 1011 8595 331
Moswxwzmouam 1 Anuuheles farauti No. 4 isolate 7 1011 18700 295
10SQ-K2063724.1 Anopheles maculatus isolate BQ1 unplaced genomic scaffold scaffold2150 311
MOSQVAXCLUJBJEWO 1 Anopheles maculatus strain maculatus3 cont1. 18864 310
MOSQ-KBS71791.1 Anopheles epiroticus strain epiroticus2 unplaced genomic scaffold supercontl 553 344
hel epiroticus?
MOSQ—AXCLD)OQAQZ] 1 Anopheles maculatus strain maculatus3 cont1. 24913 313
MOSQ-KZ063912.1 Anophel latus isolate BIQ1 a2
MOSQ-CAL 1 Anophel halli genome 10311 305
MOSQ-OX030903.1 Anopheles marshalli genome assembly chromosome 2 300
MOSQ-OX031310.1 Anopheles rili genome assembly chromosome 2 306
MOSQ-CMO028118.1 Anopheles vaneedeni isolate F659 chromosome 3L 318
MOSQ-KB668659.1 FUMOZ unplaced 1114323
MOSQ-0X030924.1 Anopheles funestus genome assembly chromosome 3 315
E

1 Anopl

(0SQ-CM028110.1 Anopheles funestusike sensu Spilings et al. 2008 isolate 11 chromosome 3L 325
#MOSQ-STHCD1000029.1 Anopheles parensis isolate F777 NODE 10055 length 7211 cov 57.4403 314
IMOSQ-CAL 1 Anopheles ig atg000054| 1 322
I#10SQ-RCWQ01003873.1 Anopheles funestus stain FUMOZ 1g00007275 316

MOSQ-CM012072.1 Anopheles funestus strain FUMOZ chromosome 3RL 319
MOSQ-RCWQ01005741.1 Anopheles funestus strain FUMOZ tig00014527 321

10410SQ-CMO12072.1 Anopheles funestus strain FUMOZ chromosome 3RL 320

e MoseHmassal 2.2892 343

7001

isolate Kuala Lipis unplaced genormic sca«am scaffold1241 303
X298

MOSQ-CAJZCY010000007.1 Anopheles atroparvus strain Infravec2 EBRE geriome assembly contig PTG000018L 297

2280 324

MOSQ-0X030803.1 Anopheles marshalli genome assembly chromosome 2 301
SQ-0X030903.1 assembly chromosome 2 302

MOSQ-CAL 1 1327

MOSQ-OX031310.1 Anopheles nill genome assembly chromosome 2 307

MOSQKZ0G3109.L Angpheles macutus slate BIQA unplaced geramic scafold safoo1 323

‘ﬂ_‘ BrQL

MOSQ-K7063485.1 Anophel scaffod scaffold2243 341
9MOSQ-AXCLO1043270.1 Anapmes maculatus strain maculatus3 cont1. 43260 336
MOSQ-AXCLO1005173.1 Anophel 5168335
MOSQ-KZ063109.1 Anopheles maculatus isolate BIQ1 unplaced genomic scaffold scaffold1991 332
MOSQ-ATLZ01038394.1 Anopheles nil C1g38394 340
MOSQ-CALSFZ010000022.1 Anopheles il genome assembly contig aigoo00221 1329
MOSQ-AXCLO1037525.1 Anopheles maculatus stain maculatus3 contL 37516 342
ek ig a1g0000221 1 328
MOSQ-OX031310.1 Anapheles nil genome assembly chromosome 2 308
MOSQKBSTI653.1 Anophles aius s Spious2 nplced genomic s supercont 429 338
= 1039424.1 Anophel 39415337
= MOSQ—KZDSamQ 1 BiQL
B1-K1958896.1 Monjiviice

Hapavirus Hapavirus flanders 2220|Flanders virus isolate BE AN 781455 complete genome.

ipavirus Hapavirus wongabel 2215|Wongabel virus complete genome.

™0

1 QUADA A unplaced

011639.1 Viruses M
1096 33

1 Viruses M

Euros halbdovis 2 2050MAG Eros halovius 2 solate RB GRNA sequence.

NCBI-LC772143.1 Viruses Ell heles bunyavirus 13083 heles b 1zma15Liv-2b L gene for

INCBI-LC772143.1 Viruses Ell B les NAN heles bunyavirus 1 1804[M heles b 1 2mq15Liv-29b RN L gene for RN
QUERY-OR367358 F Ramu Anopheles Bunyavirus strain JLT2P1640

NCBI-MWS520386.1 Viruses Negamaviricota Elioviricetes Bunyavirales NANA Rhodopi bunyalike virus 3085|MAG Rhodopi bunyadlike virus isolate BD1 genomic sequence.

INCBI-MW520386.1 Viruses Negamaviricota Elioviricetes Bunyavirales NA NA Rhodopi bunyalike virus 1803[MAG Rhodopi bunyalike virus isolate BD1 genomic sequence.

complete cds.

NCBI-MH188001.1 Viruses Negamaviricota Ellioviricetes Bunyavirales NANA Culex Bunyalike virus 3086|Culex Bunya-like virus sirain CBUNVL Los Angeles RNA-dependent RNA polymerase gene complete cds.
Ellioviricetes B les NANA Culex 1807|Culex Bunyalike virus strain CBunVL Los Angeles RNA-dependent RNA polymerase gene complete cds.
J\/wuses Elioviricetes Bunyavirales NA NA Culex 3087]Culex Bunya-like virus
1 Viuses Eliovrietes Bunyavirales NA NA Culex Bunyaile vinus 1806|Culex Bunya-Ike virus stain CBunVL. Fresno complete genome.
QUERY-OR367416 F les B LT2P1148
77011 Viruses Elliovircetes B I

Xinzhou Mosquito oSt Vs sten XC3.5 RIA dependent RNA pabmerase L gene compite s
NCBI-0L700209.1 Viruses Ell B les NANA XiangYun 14 3082MAG virus 14 isolate 10272

INCBI-0L700209.1 Viruses Ell B les NANA XiangYun virus 14 1805|MAG. like virus 14 isolate 19272 RNA-dependent RNA po\ymerase MRNA complete cds.

R QUERY-OR367400 F Ramu Anopheles Chaglike virus strain KLTSP0685
5L QUERY-OR6737: F Ramu Anopheles Chac ke vits suain JLT26029

™

R NCBIKX148556.1 Viruses NANA NANA NA Chag viruslike 3 4091{Chag virus-like 3 ORF1 gene complete cds.
R NCBI-KX148555.1 V\ruses NANANA NA NA Chag virusiike 2 4090|Chaq virus-like 2 ORF1 gene complete cds.

1 Viruses Pisuviricota. 5p. 4369|MAG Di p. isolate 203-k141 51725 putative replicase polyprotein gene partial cds and putative capsid polyprotein gene complet
R NCBI-MN784064.1 Viruses NA NANA NANA Warroolaba Creek virus 2 4597\Wamm\ana Creek virus 2 strain WRCV2 205660 hypothetical protein genes complete cds.

R NCBI-0Q722327.1 Viruses Pisuviricota hSRVP 1 pi 4877IMAG StochSRVP 1 picomavlike virus isolate SRVP22 05 partial genome.
R NCBI-MZ679106.1 Viruses Pisuviricota Pisonivircetes Picomavirales Dicistroviridag Cripavirus Cripavirus sp. 4874|MAG Cripavirus sp.

NCBI-MT783302.1 Viruses Pisuviricota Rond:

s wasp virus 1 wasp virus 1 isolate Hz1 complete genome.

i Cvirus isolate T compl
R NCBI-MK645242.1 Viruses Pisuviricota. cr virus isolate Cf

R NCBI-NC 001834.1 Viruses Pisuviricota ripavirus. virus strain

virus isolate caf replicase polyprotein gene partial cds and capsid polyprotein ge
€ virus isolate SMN complete genome.
R NCBIMZ679060.1 Viuses Pisuviicota isoniiricetes Picomavirles Dicsroviridae Cripavus Cripavius sp. 4876[MAG Cripavirus sp.isolte s59-k141 1 I protein 1 and 2
1 Viruses Pisuviricota Cripavirus Cripavirus sp. 490BIMAG Cripavirus sp. isolate R122-k141 24989 nonstructural polyprotein and capsid protein precursor genes complete cds.
R NCBI-MZ679083.1 Viruses Pisuviricota Cripavirus sp. 4859|MAG Cripavirus sp. isolate R120-k141
R NCBI-MZ679104.1 Viruses Pisuviricota Pisoniviricetes Picormavirales Dicistroviridae Cripavirus Cripavirus sp. 4857|MAG Cripavirus sp. isolate 49-k141 60889 hypothetical protein 1 and hypothetical protein 2 genes complete cds.
R NCBI-ON162321.1 Viruses Pisuviricota. 56IMAG sp. isolate R36-k141 347820 RNA dependent RNA polymerase gene partial cds.
R NCBI-MZ679001.1 Viruses Pisuviricota sp. 4879]1 ipavirus sp. isolate 375R-k141 442135 hypothetical protein 1 and hypothetical protein 2 genes complete cds.

RN 1 N p. isolate YSS10464

R NCBI-MZ443573.1 Viruses Pisuviricota NANA Vespula vulg: 14914)Vespula vulgaris Picoma-like virus 1 isolate Vvul virus 05 hypothetical protein genes complete cds.
R NCBI-MZ679079.1 Viruses Pisuviricota Pisoniviricetes Picomavirales Dicistroviridae Cripavirus Cripavirus sp. 4888]MAG Cripavirus sp. isolate 350R-k141 260156 hypothetical protein 1 and hypothetical protein 2 genes complete cds.
R NCBI-MZ679082.1 Viruses Pisuviricota Pisoniviricetes Picormavirales Dicistroviridae Cripavirus Cripavirus sp. 4870|MAG Cripavirus sp.

1U0R NCBI-OK188767.1 Viruses Pisuviricota.

tein 1 protein 2
Liao ning virus 5054[Liao ning virus strain LN-SW10194 VP1 gene partial cds.
strain virus strain Balaton 2010 HUN segment 1 complete sequence.
1 Viruses Reovirales Sp. S017IMAG. isolate s44-k141
QUERY-OR367407 F Ramu Anopheles Seadornavirus strain KPSC3P0946
1 I

Mangshi virus 5022[MAG Mangshi virus isolate AH-F1 VP1 gene partial cds.
(CBI-OM451001.1 Viruses Reovirales o SC-F2 VP1 gene partal cds,
NCBI-OM451079.1 Viruses Reovirales Mangshi 1IMAG Mangshi late AH-F1 VP1 gene partal cds,
1 Viruses Reovirales Mangshi virus strain DH13M041 segment S1 complete sequence.
%Ncsl—omsmm Lviuses Reowraes . HFLVP1 gene sl cos
NCBI-OM451091.1 Viruses Reovirales o 5018/M o solate SC-F2 VP1 gene p
1 Viruses Reovirales Banna isolate HB14-71-01 segment 1 complete sequence.
1 Viuses Reovirales Banna virus 5044[Banna virus strain QTM104536 RNA-dependent RNA polymerase gene complete cds.
NCBI-LC536000.1 Reoviral Banna virus 5048[Banna virus BAV MQ 2 Bogor 2016 gene for VP1 complete cds.
NCBI-NC 004211.1 Viruses Reovirales Banna s S046f8anna vis stain JT.6423 seqment 1 complete sequence
NCEI-LCS36080.1 Viruses Reovirales B: [Banna virus BAV MQ 2 Bogor 2016 gene for VP1 complete cds.
NG 1 Reoviral Banna virus 5040[Banna virus segment 1 isolate JKT-7043 VP1 gene partial cds.
NCBI-NC 0042111 Reoviral Banna virus 5045(Banna virus strain JKT-6423 segment 1 complete sequence.
NCBI-AF134522.1 Viruses Reovirales Banna 0398 it 1 isolate JKT-6969 VP1
1 Viruses Reovirales Banna 32]8:
NCBI-OL700046.1 Viruses Reovirales

1VP1 gene complete cds.
Banna virus 5043[MAG Banna virus isolate XY31283 VP1 gene partial cds.
NCBI-OL700046.1 Reoviral Banna virus 5042/MAG Banna virus isolate XY31283 VP1 gene partial cds.

N 1 Viruses Reovirales Banna virus 5041[/Banna virus isolate 02VNO78b segment 1 VP1 gene complete cds.
[ NOBHKCES46LL1 Vinuses Reoviral B 3718

- 1 Viuses Reovirales
NCBI-0Q190161.1 Viruses Reovirales
NCBI-OR004518.1 Viruses

1 Viuses Reovial
e 1 Vinuses Reovirales
of- NCBI-0Q190161.1 Reoviral

o
A "

Banna virus 5029[Banna virus strain YNV 01-1 segment 1 complete sequence.
Banna virus 5031/Banna virus isolate BJ21-22 segment 1 VP1 gene partial cds.
Banna virus 5026{Banna virus isolate YN15-126-01 segment 1 complete sequence,
gment 1 structural pr
Lisolte Chinese Banna VP1 gene paral cds
Banna virus 5030[Banna virus isolate BJ21-22 segment 1 VP1 gene partial cds.
Banna virus 5036[Banna virus segment 1 complete sequence.

Banna virus 5028[Banna virus strain YNV 01-1 segment 1 complete sequence.

Banna 033)8:

RNA2 complete sequence.
uhanense 780[Wuhan Mosquito Virus 1 strain WT3-15 glycoprotein precursor G gene complete cds.

uhanense 2091 Wuhan Mosquilo Virus 1 strain WT3-15 glycoprotein precursor G gene complete cds,

uhanense 1412|Wuhan Mosauito Virus 1 strain WT3-15 glycoprotein precursor G gene complete cds,

765.1 Anopheles epirol scaffold 1153 241

MOSQ-KB671765.1

1 epiroticus2 unplaced 1506 132
epiroticus2 unplaced 127
MOSQ- LuLsmunms 1 Anopheles cracens isolate Kuala Lipis contig41815 579,

1MOSQ-KZ067125. lAnnDhe\es cracens isolate Kuala Lipis unplaced genomic scaffold scaffold1007 965

%} Kuala Lipis unplaced genomic scaffold scaffold1007 966

QUERY-OR367355 F

hel Kuala L laced genomic scaffold scaffold1007 576
QUERY-OR367372 F Ramu Anopheles Sobemo-like virus strain JLT1P0124
QUERY-OR367375 F Ramu Anopheles Ribovirus strain JLT6P0311
QUERY-OR367373 M Ramu Anopheles Sobemo-iike virus strain RLT3P0278

¥ Ramu Anopheles Sob rain RLT1P0007
QUERY-ORSE7354 F Ramu Anaphels Ortiophasmavius stan RLTLP0007
QUERY-OR367420 F
QUERY-OR367402 F Ramu Anopheles Orthophasmavirus strain RPSC1P0827
NCBI-LC775044.1 Viruses
SQ-KZ062645.1 Anophel BiQL 584
QUERY-OR367386 F Ramu Anopheles Orthophasmavirus strain JPSC2P0600
QUERY-OR367419 M Ramu Anopheles Orthophasmavirus strain RPSCEP1604
QUERY-OR367417 F Ramu Anopheles Orthophasmavirus strain JLT3P1178
QUERY-OR367387 M Ramu Anopheles Orthophasmavirus sirain JPSC3P0S17
UERY-OR367411 F Ramu Anopheles Orthophasmavirus strain KPSCEP1026
QUERY-OR367389 M Ramu Anopheles Orthophasmavirus sirain JPSC3P0G19
QUERY-OR367385 F Ramu Anopheles Orthophasmavirus strain JPSC2P0596
QUERY-OR367418 F Ramu Anopheles Orthophasmavirus sirain RPSC1P1552
QUERY-OR367405 M Ramu Anopheles Orthophasmavirus strain KPSC2P0929
QUi MR heles O strain RPSC1P0B
QUERY-OR367409 F R el strain
QUERY-OR367408 F Ramu Anopheles Orthophasmavirus strain KPSC3P0946
SPQUERY-OR367414 F Ramu Anopheles Orthophasmavirus strain JLT2P1148
UERY-OR367377 F Ramu Anopheles Orthophasmavirus strain JPSC2P0316

43 ASOV segment M

QUERY-OR367395 F Ramu Anopheles Virga-like virus strain JPSC5P0648

Ramu Anopheles Virga-like vi

s strain JPSCEP1447

MOSQ-KI815042.1 Anopheles farauti strain FAR1 unplaced genomic scaffold supercont2.3 381
QUERY-OR367353 F Ramu Anopheles Virga-like virus strain JPSC6P1447
QUERY-OR367396 F Ramu Anopheles Virgar-like virus strain JPSC5P0648
QUERY-OR367390 M Ramu Anopheles Virga-like virus strain JPSCAP0630

N

UERY-OR367399 F R: heles Virga-lie virus strain KLTSPO681
NCBI-KX883775.1 Hubei virgalike virus 21

ike virus 21 strain mosHB236537 hypothetical protein genes complete cds.
ICBI-OL700070.1 Viruses NA NA NA NA NA Hubei virgalike virus 21 3061/MAG Hubei virgadlike virus 21 isolate XY8801 hypothetical protein mRNA complete cds.

NCBI-OL700070.1 Viruses NA NANA NA NA Hubei virgalike virus 21 3062|MAG Hubei virgarlike virus 21 isolate XY8801 hypothetical protein mRNA complete cds
NCEI-OL700070.1 Viruses NA NANA NA NA Hubei virgalike virus 21 3046|MAG Hubei virga-like virus 21 isolate XY8801 hypothetical protein mRNA complete cds.
CBI-0L700070.1 Viuses NANA NANA NA ubel vigalke ius 21 20261MAG Hubei irga-ike vius 21 islate XYSB01 hypothtica proten mRNA complete cds

) 1 Viruses Virgaviridae N virgalike garlike virus strain SW14
00 1 1 Viruses Virgaviridae N virgalike

irga-like virus strain SW14

75.1 Viruses ibei virgalike virus 21 3064] gariike virus 21 strain eds.

I gake virus 21 strain

KXBB3775.1 Viruses NA N virgalike virus 21 2024] rgaciike virus 21 strain lete cds.
MOSQ-CALSEL020001171.1 Anopheles bellator 788

10SQ-0X030011.1 genome y 2804

I0SQ-CAL 1 Anophel assembly 911 885
NCBI-NC 0313101 Viruses Ellioviricetes B

0 sq 1 strain WT3-15 nucleocapsid protein N gene complete cds.

10SQ-LULA01022690.1 Anopheles maculatus isolate BIQ1 contig22690 790

SQ-KI915066.1 Anopheles farauti strain FARL 3
%csq—w ULB01019191.1 isolate KualaLi 877

10SQ-LULE01019101.1 isolate Kuala Li

-LULE01021333.1 isolate Kuala Lipis contig21333 801
isolate Kuala L 797
MOSQ- i 1 Anopheles cracens isolate Kuala Lipis conlig51620 789
S MOSQR20T2394 1 Ancpreles racers st Kl s nplacd oo scafld 729 163
05Q+ isolate Kuala Lipis

MOSQ-0X030915.1 Anupheles moucheu genome assembly chromosome 2 866

50- heles faraut No. 4 isolate 7 1011 6448 802

MOSQ-LULA01018552.1 Anuvneles maculatus isolate Em contig18552 800
Wiy

MOSQ—KZGSSHQ 1 isolate BQ1
RMOSQ-KZ065139.1 isolate BQL

scaffold scaflold2090 767

hel latus isolate BIQL scaffold scaffold2090 768
10SQ-KZ063699.1 Anophels BIQL fold

10SQ-KZ063699.1 Anopheles maculatus isolate BtQ1 unplaced genomic scaffold scaffold2090 860

isolate BIQ1 unplaced genomic scaffold scaffold1471 792
MOSQ- KZQEZDAD 1 Anopheles maculatus isolate BIQ1 unplaced genomic scaffold scaffold361 858
MOSQ-AXCL01034186.1 Anopheles maculatus strain maculatus3 cont1. 34178 887
(0SQLULAVI0S1614.1 Arcpheles maculatus sl BIQL conigs1614 804
MOSQ-AXCLO1050037.1 I 50026 863
10SQ-KZ063663.1 Anopheles maculatus isolate BIQ1 unplaced genomic scaffold scaffold2163 839
10SQ-KZ063663.1 Anophels I i
10SQ-KZ063663.1 Anopheles maculatus isolate BIQ unplaced genomic scaffold scaffold2163 840
3856

10SQ-CM023249.1 strain
1 Anophel i Jate BIQL

scaffold scaffold1575 803
MOSQ-KZ063663.1 Anophel fold

BiQL
MOSQ-KZ062645.1 Anopheles maculatus isolate BIQ1 unplaced genomic scaffold scaffold1091 763
el latus isolate BIQ1 unplaced ffold scaffoldess 849
MOSQ-KZ062318.1 Anopheles maculatus isolate BIQ1 unplaced genomic scalfold scalfolds6 848

10SQ-KZ062645.1
10SQ-KZ062318. 1

hel BIQ1 scalfold1091 853

hel Jatus isolate BQ1

isolate BQL

MOSQ-LULAO1060480.1 Anopheles maculatus isolate BQ1 conige04s0 784

10SQ-KZ062071.1 Anophel i Jate BIQL

757

scaffold scaffold398 833

isolate BQ1 unplaced

MOSQ-KBE63811.1 Anopheles minimus strain MINIMUS1 unplaced genomic scaffold supercont1. 280 831
QUERY-OR367403 F Ramu Anopheles Bunyavirus sirain RPSC1P0827
QUERY-OR367378 F Ramu Anopheles Orthophasmavirus strain JPSC2P0316
C775045.1 Elloviricetes B I

& 10SQ-KB670058.1

1 Anophel

epiroticus2 unplaced genomic scaffold supercont1.14 786

Infravec2 EBRE contig PTGO00D18L 580

QUERY-OR367343 F Ramu Anopheles Totivirus strain JLT1P0118

Ghabrivirales Totiviridae el e

[~ NCBIMFO73201.1 Viuses

Ghabrivirales Totiviridae NA Austs heles totivirus isolate AATV

MSQ43 ASOV nucleocapsid

TV 115734 complete genome.

Ghabrivirales Toliviridae N i heles tot hel TV 205547 capsid d

hel v gene partial cds and
NCBI-OM743943.1 Viruses NANA NA NA NA Green Valley Lake virus 3039|Green Valley Lake virus isolate GeVaLaV-2020 RNA-dependent RNA polymerase gene partal cds.

00 1
7| (NC 1 Viruses c
N

1 Viruses

1 Ellioviricetes B I N

NCEI-OM817549.1 Viruses Duplomaviricota Chymoliviricetes Ghabrivirales Totiviridae NA Totiviruslike Culex mosquito virus 1 3038[Tativirus-like Culex mosquito virus 1 isolate ToliCxMV hypothetical protein gene partial cds and RNA-dependent RNA polymera.
N .1 Vinuses Ghabrivirales Toiviridae NA Totiviruslike Culex mosquito virus 1 3041{Totivirus-like Culex mosquito virus 1 strain CTotVL A Santa Cruz complete genome.
1 Totiviridae NA Totiviruslike Culex mosauito virus 1 3040|MAG Totivirus-like Culex mosauito virus 1 isolate CMS001 038 ALCO genomic sequence.
1 Totiviridae Totivirus L 036]L jrus isolate protein and RN lete cds.
Ghabrivirales Totiviridae NA Fitzroy Crossing totiike virus 1 3037|Fitzroy Crossing tot-ike virus 1 isolate FCIoLV1 pool-6 complete genome.

NCBI-OL700195.1 Viruses Duplomaviricota Chrymotivircetes Ghabrivirales Totviridae NA XiangYun totilike virus 6 3043JMAG XiangYun toti-like virus 6 isolate XY161838 capsid protein gene partial cds and RNA-dependent RNA polymerase gene complete cds.
NCBI-LC514398.1 Viruses Duplornaviricota Chrymoliviricetes Ghabrivirales Totiviridae NA Culex inatomii totivirus 3042|Culex inaig

1 Viuses

1 Vinuses

totivirus 1 1 genes for capsid protein RNA-dependent RNA polymerase complete cds.
Ghabrivirales Totiviridae NA Pisingos virus 3028|Pisingos virus sirain Caly 1752-1.1 genomic sequence.

1 Viruses Ghabrivirales Totviridae NA Pising I irus strain Psfu 1
NCBI-MF344587.1 Viruses NA NA NA NA NA Murici virus 3034|Murici virus strain BR MT-M0S RNA

T NG 1 Viruses

1

sequence.

Totiviridae NA Pisingos virus suain ps 1775.23
Ghabriviales Totiidae NA Pisingos vits 3023/Psingos ius sirain Caly 1752-1.1 genoric sequence.
1 Viruses habrivirales Totiviridae Totivirus Hatiula totivirus 1 3031|MAG Hattula totivirus 1 isolate FIN KH-2018 29 Partial and Partial RNA depen
w P020072.1 Viruses D c Totiviridae Totivirus Haltula totivirus 1 3033|MAG Hattula totivirus 1 isolate FIN PK-2018 78 Partial RNA dependent RNA polymerase gene partial cds,
- NCBI-OP019901.1 Viruses Duplomaviricota Chrymotiviricetes Ghabrivirales Totiviridae Totvirus Hattula totivirus 1 3026|MAG Hattula totivirus 1 isolate FIN L-2018 88 complete genome.
- Totiviridae Totivirus Hattula totivirus 1 3030MAG Hattula totivirus 1 isolate FIN PK-2018 69 complete genome.
NCEI-OP019868. 1 Viruses Duplomaviricota Chrymotivircetes Ghabrivirales Totiviridae Totivirus Hattula totivirus 1 3028]MAG Hattula totivrus 1 isolate FIN PK-2018 61 complete genome.

NCBI-OP019871.1 Viruses Duplomaviricota Chrymotiviricetes Ghabrivirales Totiviridae Totivirus Hattula totivirus 1 3027|MAG Hattula totivirus 1 isolate FIN PP-2018 10 complete genome.
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Totiviridae Totivirus Hattula totivirus 1 3025[MAG Hattula totivirus 1 isolate FIN PK-2018 62 complete genome.
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NCBI-KX884807.1 Viruses NANA NANA NA Hubei diptera virus 7 4937 Hubei diptera vius 7 strain SCM173098 RNA-dependent RNA polymerase gene complete cds.
NCBLKXBIHEOT.1 Viuses NANANANA NA Hallditer v 7 1960[Hubel Gt s 7 tsn SCHLT3D9B RIA-degondert RNA pobersssgene colt s

INCBI-KY354237.1 Viruses Ell B

b 2 isolate RI-A segment 1 RNA-dependent RNA polymerase gene complete cds.

NCBI-MT129676.1 Viruses Negamaviricota Ellioviicete
ICBI-MT129676.1 Viruses Ell

NCBI-MT129677.1 Viruses Negamaviricota Ellioviricetes Bunyavirales NANA Peralta bunyalike virus 4940|Peralta bunya-like:
1INCBI-MT129677.1 Viruses Negamaviricota Elloviricetes Bunyavirales NA NA Peralta bunyalike virus 3334|Peralta bunya-like DN
(CBI-MT129677.1 Viruses Negamaviricota Ellioviricetes Bunyavirales NA NA Peralta bunyalike virus 1878|Peralta bunya-| aA DN70300-81 0
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gene complete cds
gene complete cds.
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e Bunyayrales NANA Pralabunyale vius 1670[Perala buna ke is i GudgCah DNL030-20 RNA-dependent RNA polymerase gene compet i
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1 Ellioviricetes Bt e Bactrocera latifror

NCBLKXEB4805.1 Viuscs NANA NA A A Hubeldter i § 4536IHubel dpra s 6 S SCH5079 RNA dependent R paymerase gene complet cd.

f&emxmans 1 Viruses NANANA NA NA Hube dipera vis 6 1853Hubeidipteravius & stain SCMS5079 RNA dependent RNA polymerase gene complete cd.
:

1858|MAG Bactroceralatifions BI-V3 segment 1 complete seq

- diptera virus 6 4939MAG Hubei diptera virus 6 isolate known 5 segment mat hypothetical protein gene complete cds.
[T001NCBI-OK491514.1 Viruses NA NANA NANA Aol diptra s  105GIMAS Hubel it s 6 skl ' sogoan mad ot g ens compoe s
9| NCBI-MT153491.1 Viruses

00 NCBIMT153491.1 Viruses Ell

NADI virus OKI pl Virus OKIAV224 segment L cRNA sequence.

1 Viruses Ell B

B I NAD virus OKIAV224 1855[Dipteran ph s OKIAVZ24 segment L RN sequence
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T NCBI-OL700085.1 Viruses Negarnaviricota Elliovirice
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complete cds.
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1 strain YN2017-2 RNA-dependent RNA polymevase gene pama\ cds,
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Viruses El

1 Viuses Elii

jricetes Bunyavirales 4964[Wuhan mosquito virs 1 srain YNZ017-5 RNA-dependent RNA polymerase gene partil cds.

N .1 Viruses Ell

jricetes Bunyavirales 4958|Wuh: a 1 strain YN2017-7 RN partal cds.

4955 Wuhan mosaquito virus 1 strain YN2017-4 RNA- aeuemem RNA polymerase gene partial cds.

1 Viruses El

NCBI-MT153304.1 Elliovi

jricetes Bunyavirales 4952[Wuhan mosa 1 strain YN2017-3 partial cds.

INCBI-MT153304.1 Ellioviricetes B I

icet I Coleopteran OKIAV241 4962|Coleopts virus OKIAV241 segmenchRNAsequence

NCBI-MT153351.1 Viruses el

NCBI-MW930237.1 Viruses NANA NANA NA Tibet bird virus 1 4959MAG
INCEI-MW930237.1 Viruses NANA NA NA NA Tibet bird virus 1 3915|MAG Tibet bird virus 1 segment L RNA-dependent RNA polymerase gene complete cds.
% NCBI-MT153444.1 Viruses Negamaviricota Ellioviricetes Bunyavirales 4 Coleopiran KIAV24

Coleopteran OKIAV241 1883|Coleopteran phasma-related virus OKIAV241 segment L CRNA sequence.
Lsegment L RN

ed virus OKIAV24 L
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NCEI-MT153351.1 Viruses el

virus OKIAV242 virus OF L

NCBI-NC 078873.1 Viruses
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liovircetes B I N i virus OKIAV242 virus LeRN,

virus OKIAV227 segment L RdRp gene complete cds.
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hiloctetis 1893MAG Hymenop

NCBI-MH614294.1 Viruses NA
1 Viruses

Elioviricetes Bunyavirales virus OKIAV232 virus OF L pe RN partial cds.
NANANA NA Clamshell Cave lamshell Cave virus putative gene partial cds.
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Ell I N us OKIAV233 virus L

1

Eliovircets Bunyav"a\es N 15 OKI p virus OKIAV234 segment L RNA-dependent RNA polymerase gene partial cds.
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(CBI-MW288198.1 Viruses Negamaviricota Elloviricetes Eunyavlva\es N OKIAV234

Elioviricetes Bunyavirales N OKIAV234 virus OKIAV234 segmem L RNA-dependent RNA polymerase gene partal cds.

virus Of RN partial cds.

Ell

NCBI-NC 032135.1 Viruses Elii

3894]Hubei odonae virus 8 strain QTM18232 RNA-dependent RNA polymerase gene complete cds.

jricetes Bunyavirales hubeiense 1891 Hubei odonate virus 9 strain QTM74767 RNA-dependent RNA polymerase gene complete cds.

1 Viruses

NA Fushun phasmavirus 1 1885|MAG Fushun phasmavirus 1 isolate BETJFY142345 complete genome.

1 Viruses

Eliovir

Bunyavirales NA Fushun phasmavirus 2 1803]MAG Fushun phasmavirus 2 isolate HFSFS190 complete genome.

Elioviricetes Bunyavirales anya ph: 3961|MAG Sanya ph isolate FSFY]

1
BIONB72550.1

Ellioviricetes Bunyavirales Phasmaviridae NA Sanya phasmavirus 13924|MAG Sanya phasmavirus 1 isolate DFSLS103573 complete genome.

Elli Bunyavirales NANA Bat faecal associated bunyavirus 9 1946]MAG Bat faecal associated bunyavirus 9 isolate CPO2 aus 4 partial genome.

BI-ONB72554.1

Elioviricetes Bunyavirales NA NA Bat fagcal associated bunyavirus 10 1905|MAG Bat faecal associated bunyavirus 10 isolate CPOS aus 2 partial genome.

1 Viruses

NCBI-MN164619.1 Viruses NA NA NANA NA Pink 2 3896/Pink 2 RNA
NCBI-MN164619.1 Viruses NA NA NA NA NA Pink 24949|Pink
ICBI-MN164619.1 Viruses NANA NANANA Pink 2 1896{Pink 2 RN

Elioviricetes Bunyavirales Seatle Prectang virus strain UW1 RNA-dependent RNA polymerase gene parial cds.
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NCBI-MT153461.1 Viruses

Elioviricetes Bunyavirales OKIAV236 virus L

1 Viruses Elii

ota Ell
INCBI-NC 078332.1 Ell

jricetes Bunyavirales NA Fushun Phasmavirus 3 4957|MAG Fushun Phasmavirus 3 isolate SBYYJFS121 complete genome.

NCBI-MZ210032.1 Viruses Negamaviricota Ellovircetes Bunyavirales Phasmaviridae NA Fushun Phasmavirus 3 1894|MAG Fushun Phasmavirus 3 isolate SBYYJFS121 complete genome.

loviricetes Bunyavirales
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q
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LIMAG Cule prasna: XY100399

Elliovircetes B

lex phasma-ike virus sirain mosWSX71559 segment L complete sequence.

NCBI-KJ461809.1 Elioviricetes Bunyavirales

Ellioviricetes B I 4972|Culex phasma-ike virus strain Cx 1773-14 segment L cRNA sequence,

Kigluaikense 1913[Kigluaik pt Q11 RARp gene partial cds.

NCBI-KJ461811.1 Viruses Negamaviricota Elioviricetes Bunyavirales Phasmaviridae Orthophasmavirus Orthophasmavirus kigluaikense 1908[Kigluaik phantom virus isolate SA RNA-dependent RNA polymerase RdRp gene partial cds.
NCBI-KJ461803.1 Viruses Elliovircetes B I

NCBI-NC 034462.1 Ellioviri

1945k pharm s s T2:3 RA-dependnt RAA pojmerase RORp gane parel o
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TOBNCBI-NC 034462.1 Viruses Negamaviricota Ellioviricet
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tes Bunyavirales Phasmaviridae Orthophasmavirus Orthophasmavirus kigluaikense 1902|Kigluak pi strain G10N 0

NCBI-ONO0S9783.1 Viruses. Elioviricets

Bunyavirales iuklukense 4950MAG Nkl phantom virus isolate IRN3 Niukuk L protin L gene complee cds.

00 Ellioviricet

Bunyavirales niuklukense 1882MAG Niukluk phantom virus isolate IRN3 Niukluk L protein L gene complete cds,

NCBI-ON059784.1 Viruses Negamaviricota Ellioviricetes Bunyavlva\ss Phasmaviridae Orthophasmavirus Orthophasmavirus niuklukense 1875|MAG Niukluk phantom virus isolate SNO1 Niukluk L protein L gene parial cds.

(CBI-ON059782.1 Ellioviri

tes By

4943MAG Niukluk phantom virus isolate BWS Niukluk L protein L gene complete cds.
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1877|MAG Niukiuk phantom virus isolate BWS Niukiuk L protein L gene complete cds
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1 Viruses Ell

1 Viruses Elioviricetes Bunyavirales 1952
B e

Maii1754-5 segment L genomic sequence.

NCBI-ON9S5162.1 Viruses. El

13951/MAG Hameenlinna orthophasmavirus 1 isolate FIN KH-2018 48 RNA-dependent RNA polymerase gene partial cds.

lioviricetes Bunyavirales Hameenlinna 1 1906|MAG Hameenlinna orthophasmavirus 1 isolate FIN Pi-2018 51 RNA-dependent RNA polymerase gene partial cds.

T 0L700113.1

Ellioviricetes Bunyavirales NA NA XiangYun bunyaarenalike virus 12 3957IMAG Xeng¥un bunya arenalike virus 12 isolate XY172751 RNA-dependent RNA polymerase mRNA partial cds.

™ 1 Viruses
L

Elioviriceles Bunyavirales strain Cx 1773-14 segment L cRNA sequence.

Ellioviricetes Bunyavirales NA NA Anjon isolate O 0 gene complete cds

1 Viruses
|

o 1 Viruses

Ellioviricetes B I o miglotasense 1861|MAG Miglotas virus isolate CMS001 019 ALCO RNA-dependent RNA polymerase gene complete cds.

e 1 Viruses

Ellioviricetes B i ot 1879IMAG Migl PLCR

Elioviricetes Bunyavirales o igtasense 1862AG Migtas vius solae OMS002 0264 WAL RNA dependent RNA polymerase gene compete d.
B I

1873|MAG Miglotas virus isolate CMS001 037 ALCO RNA-dependent RNA polymerase gene complete cds.
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1 Viruses
1 Viruses
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Elioviricetes Bunyavirales rihophasmavirus Orthophasmavirus miglotasense 1881|MAG Miglotas virus o1 A

INCBI-NC 078615.1 Viruses Negamavi

Elioviricetes Bunyavirales

4944[Flen bunyaike irus srain SW6 RNA-dependent RNA polymerase QK739 gp1 gene complel cds.
icota Ellvicets Bunyavicles

nse 1937|Flen bunya-fike virus strain SW6 RNA-dependent RNA polymerase QK739 gp1 gene complete cds.

|NCBIONOS5170.1 Vruses Elioviricetes B 3919IMAG Kuusamo isolate FIN PP-2018 83 putative RNA-dependent RNA polymerase gene partal cds.
™ 701 Viruses Elioviicetes B I IMAG Kuusamo isolate FIN PP-2018 83 putative RNA-dependent RNA polymerase gene parta cds.
CBLONOS5LT01 Viuses Eloviicetes Bunyavicl 41850MAG Kuusamo Isolat FIN PP-2018 83 putatve RNA-dependent RNA polymerase gens para s,
1 Viruses Ell B e N des ph: 1932|Aedes phasmavirus strain 17-Lab-adultF RdRp gene complete cds.
- 1 Viruses Elloviicetes Bunyavira NAAedes phasmavirus 3931[Aedes phasmavirus strain 17-GZlarva RARp gene complete cds.
NCBI-MT361037.1 Viruses Elioviicetes Bunyavira NAAedes phasmavirus 1936[Aedes phasmavirus strain 18-GZ-adult RARp gene complete cd.
fi 1 Viruses il B ! NA Aedes phasmavirus 1911[Aedes phasmavirus strain 18-GZ-larva RdRp gene complete cds.
1 Viruses Ell B le NA Aedes phasmavirus 1939|Aedes phasmavirus strain 17-GZ-larva RdRp gene complete cds.
NC 1Vinuses Elioviricetes Bunyavirales Barstukas vius isolate CMS002 0459 WVAL RNA-dependent RNA polymerase gene complete cds.
o is15e2 1 Vi Negamavta Shoictes Byavs

1917|MAG Barstukas virus isolate CMS002 045g WVAL RNA-dependent RNA polymerase gene complete cds.



