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	Gene
	Accession No.
	Primers (5’-3’)

	
	
	Forward
	Reverse

	TGFB1
	NM_000660
	CCGACTACTACGCCAAGGAGGT
	TCAACCACTGCCGCACAACTC

	CDKN2A
	NM_058195
	TACTGAGGAGCCAGCGTCTAGG
	ACCACCAGCGTGTCCAGGAA

	CDC20
	NM_001255
	TGTCTGAGTGCCGTGGATGC
	GTCTTCAGCGGATGCCTTGGT

	CTSS
	NM_004079
	TGTGCTCTTGGTGTGCTCCTCT
	GGCTGGGAACTCTCAGGGAACT

	VIM
	NM_003380
	CTGAATGACCGCTTCGCCAACT
	TCCCGCATCTCCTCCTCGTAGA

	GAPDH
	NM_002046
	GTCTCCTCTGACTTCAACAGCG
	ACCACCCTGTTGCTGTAGCCAA



