Genome-wide identification of PP2A gene family in Camellia sinensis reveals the potential role of CsPP2A-TON2/FASS1 in abiotic stress
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Supplementary File 2
Figure S1: Transmembrane helices of PP2A genes in C. sinensis. The transmembrane helices were predicted using TMHMM server v2.0 with default parameters.

>Tea PP2A-A:

	
# TEA002042.1 Length: 513
	
	
# TEA011483.1 Length: 513
	

	# TEA002042.1 Number of predicted TMHs: 0
	
	# TEA011483.1 Number of predicted TMHs: 0
	

	# TEA002042.1 Exp number of AAs in TMHs: 0.43865
	
	# TEA011483.1 Exp number of AAs in TMHs: 0.04335
	

	# TEA002042.1 Exp number, first 60 AAs: 0
	
	# TEA011483.1 Exp number, first 60 AAs: 0
	

	# TEA002042.1 Total prob of N-in:	0.00085
	
	# TEA011483.1 Total prob of N-in:	0.00092
	

	TEA002042.1	TMHMM2.0	outside
	1 513
	TEA011483.1	TMHMM2.0	outside
	1 513

	
	
	
	

	
>Tea PP2A-B:
	
	
	

	
# TEA015525.1 Length: 522
# TEA015525.1 Number of predicted TMHs: 0
# TEA015525.1 Exp number of AAs in TMHs: 0.04028 # TEA015525.1 Exp number, first 60 AAs: 0
# TEA015525.1 Total prob of N-in:	0.00100
TEA015525.1	TMHMM2.0	outside
	





1 522
	
# TEA021355.1 Length: 487
# TEA021355.1 Number of predicted TMHs: 0
# TEA021355.1 Exp number of AAs in TMHs: 0.02755 # TEA021355.1 Exp number, first 60 AAs: 0.00079
# TEA021355.1 Total prob of N-in:	0.00566
TEA021355.1	TMHMM2.0	outside
	





1 487

	
	
	
	

	
# TEA019300.1 Length: 1268
	
# TEA015045.1 Length: 570
	

	# TEA019300.1 Number of predicted TMHs: 0
	# TEA015045.1 Number of predicted TMHs: 0
	

	# TEA019300.1 Exp number of AAs in TMHs: 0.261070000000001
	# TEA015045.1 Exp number of AAs in TMHs: 4.00243
	

	# TEA019300.1 Exp number, first 60 AAs: 0.25743
	# TEA015045.1 Exp number, first 60 AAs: 0
	

	# TEA019300.1 Total prob of N-in:	0.01193
	# TEA015045.1 Total prob of N-in:	0.00749
	

	TEA019300.1	TMHMM2.0	outside	1 1268
	TEA015045.1	TMHMM2.0	outside
	1 570

	
[image: A picture containing timeline  Description automatically generated]
	
	






# TEA009324.1 Length: 505
# TEA009324.1 Number of predicted TMHs: 0
# TEA009324.1 Exp number of AAs in TMHs: 0.01218 # TEA009324.1 Exp number, first 60 AAs: 0.00025
# TEA009324.1 Total prob of N-in:	0.00067
TEA009324.1	TMHMM2.0	outside	1	505

# TEA000454.1 Length: 583
# TEA000454.1 Number of predicted TMHs: 0
# TEA000454.1 Exp number of AAs in TMHs: 0.12753 # TEA000454.1 Exp number, first 60 AAs: 0.04416
# TEA000454.1 Total prob of N-in:	0.00602
TEA000454.1	TMHMM2.0	outside	1	583


	
[image: A picture containing timeline  Description automatically generated]
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# TEA000364.1 Length: 534
# TEA000364.1 Number of predicted TMHs: 0
# TEA000364.1 Exp number of AAs in TMHs: 0.00474 # TEA000364.1 Exp number, first 60 AAs: 0
# TEA000364.1 Total prob of N-in:	0.00200
TEA000364.1	TMHMM2.0	outside	1	534

[image: A picture containing chart  Description automatically generated]


	
# TEA021728.1 Length: 718
# TEA021728.1 Number of predicted TMHs: 0
# TEA021728.1 Exp number of AAs in TMHs: 0.00321 # TEA021728.1 Exp number, first 60 AAs: 0
# TEA021728.1 Total prob of N-in:	0.00013
TEA021728.1	TMHMM2.0	outside	1 718

[image: A picture containing timeline  Description automatically generated]




# TEA018948.1 Length: 433
# TEA018948.1 Number of predicted TMHs: 0
# TEA018948.1 Exp number of AAs in TMHs: 0.00557 # TEA018948.1 Exp number, first 60 AAs: 0.00094
# TEA018948.1 Total prob of N-in:	0.00187
TEA018948.1	TMHMM2.0	outside	1	433
[image: A picture containing chart  Description automatically generated]

























Figure S2. The scaffold distribution of PP2A genes in tea plant. The 11 PP2A genes were mapped onto their respective scaffolds using MapGene2chromosome web v2 (MG2C) tool (http://mg2c.iask.in/mg2c_v2.1/). The scaffolds are drawn to scale and the scaffold numbers are indicated on the top
[image: ]






















Figure S3. Functional interaction of PP2A-TON2/FASS1. Protein-protein functional interactions of PP2A-TON2/FASS1, labeled in red, with other PP2A Proteins. The interaction network was constructed using the Arabidopsis PP2A-TON2/FASS1 protein. Pink lines depicted experimentally validated protein-protein interactions.
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