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Supplementary Figure 1: Differential expressed genes between colorectal cancer and normal
samples in three independent datasets. DEGs were displayed by volcano plots in (A) GSE9348, (B)
GSE24550, and (C) GSE21510. Each dot represents a gene, with red indicating up-regulated genes,
blue indicating down-regulated genes, and black indicating genes with no significance.
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Supplementary Figure 2: Common differential expressed genes in three datasets from the integrated
microarray dataset analysis.
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Supplementary Figure 3: Common differential expressed miRNAs in the datasets from the Affymetrix
and Agilent microarray platforms.



