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Sample coding for figures is given in below table.

	NR1
	Sample 6

	NR2
	Sample 12

	NR3
	Sample 15

	NR4
	Sample 17

	NR5
	Sample 20

	NR6
	Sample 21

	ER1
	Sample 3

	ER2
	Sample 4

	ER3
	Sample 5

	ER4
	Sample 7

	ER5
	Sample 8

	ER6
	Sample 9

	ER7
	Sample 10

	ER8
	Sample 11

	ER9
	Sample 13

	ER10
	Sample 14

	ER11
	Sample 16

	ER12
	Sample 18

	ER13
	Sample 19

	ER14
	Sample 30


NR= non responder, ER=Excellent responder
Sequencing Quality And Error Rate 
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The distribution of Sequencing Quality and Error Rate
X-coordinate show base positions. Left half is read 1, right half is read 2.
Left Y-coordinate presents average Q value. Right Y-coordinate presents mean error rate.








SEQUENCING DEPTH
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The distribution of sequencing depth
X-coordinate presents the sequencing depth of the genome.
Left Y-coordinate indicates the proportion of the corresponding depth in genome. Right Y-coordinate represents the proportion of the corresponding cumulative depth in genome.














DEPTH AND COVERAGE OF EACH CHROMOSOME
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The distribution of the depth and coverage of each chromosome
X-coordinate shows chromosome number. Left Y-coordinate shows average sequence depth. Right Y-coordinate shows average coverage of each chromosome.
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Base Quality and Error Rate Distribution Plot(sample_9_Data_L1)
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Base Quality and Error Rate Distribution Plot(sample_10_Data_L1)
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Base Quality and Error Rate Distribution Plot(sample_11_Data_L1)
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Base Quality and Error Rate Distribution Plot(sample_12_Data_L1)
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Base Quality and Error Rate Distribution Plot(sample_13_Data_L1)
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Base Quality and Error Rate Distribution Plot(sample_14_Data_L1)
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Base Quality and Error Rate Distribution Plot(sample_15_Data_L1)
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Base Quality and Error Rate Distribution Plot(sample_16_Data_L1)
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Base Quality and Error Rate Distribution Plot(sample_17_Data_L1)
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Base Quality and Error Rate Distribution Plot(sample_18_Data_L1)
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Base Quality and Error Rate Distribution Plot(sample_19_Data_L1)
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Base Quality and Error Rate Distribution Plot(sample_20_Data_L1)
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Base Quality and Error Rate Distribution Plot(sample_21_Data_L1)
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Base Quality and Error Rate Distribution Plot(sample_30_Data_L1)

40 0.4 —e— Mean_Quality
—————————— e
30 03
8
] g
o e
2 20 02 5
] 4
> [
10 0.1

o 0

Base position




image21.png
Culumative depth(%)

sample_3 Depth distribution

100- 0.8 — depth
~—— cumulative depth
so-
06
g
50 <
04 5
S
401 g
£
02
20]
o 0
0 100 200 300

Depth




image22.png
Culumative depth(%)

sample_4 Depth distribution

1007 —— depth
~—— cumulative depth
oo 06
g
50 <
04 8
§
S
401 g
£
02
20]
o 0
0 100 200 300

Depth




image23.png
Culumative depth(%)

sample_5 Depth distribution

100} 07— depth
—— cumulative depth
s
o
05
g
6 04 ¥
5
03 3
o] 03 3
02 "
2]
01
o 0
5 10 260 360

Depth




image24.png
Culumative depth(%)

sample_6 Depth distribution

100 —— depth
~—— cumulative depth
056
80-
g
607 04 B
§
3
407 g
ic
02
20f
o 0
0 100 200 300

Depth




image25.png
Culumative depth(%)

sample_7 Depth distribution

100° —— depth
08 —— cumulative depth
80
06 o
2
60 ¥
g
04 g
a0 g
ic
201 [
o o
o 100 200 300

Depth




image26.png
Culumative depth(%)

sample_8 Depth distribution

100° —— depth
0.8 —— cumulative depth
s0-
6 Z
60 <
2
04 3
07 g
ic
20 0.2
o 0
0 100 200 300

Depth




image27.png
Culumative depth(%)

sample_9 Depth distribution

100° —— depth
—— cumulative depth
80" 06
g
607 g
04 2
3
40 g
ic
0.2
207
o o
o 100 200 300

Depth




image28.png
Culumative depth(%)

sample_10 Depth distribution

100° 08— depth
—— cumulative depth
80
0.6
g
60 =
04 g
3
40 g
ic
0.2
201
o o
o 100 200 300

Depth




image29.png
Culumative depth(%)

sample_11 Depth distribution

100+ 07— gepth
0 —— cumulative depth
.
s
R
oo 04 s
s
033
0] g
02 £
201
01
o o
o 160 200 300

Depth




image30.png
Culumative depth(%)

sample_12 Depth distribution

100° og —depth
® — cumulative depth
80
06
8
60 =
04 8
3
40 g
ic
0.2
207
o o
o 100 200 300

Depth




image31.png
Culumative depth(%)

sample_13 Depth distribution

100° 0g — depth
—— cumulative depth
80
06 _
8
601 =
04 §
3
40 g
ic
0.2
201
o o
o 100 200 300

Depth




image32.png
Culumative depth(%)

sample_14 Depth distribution

100° —— depth
0.6 —— cumulative depth
d 05
g
60 04
g
03 3
40 g
02
] 0.1
o o
o 100 200 300

Depth




image33.png
Culumative depth(%)

sample_15 Depth distribution

100 06 —— depth
~—— cumulative depth
so- 05
04 &
50 <
03 &
S
40 g
02 &
201 0.1
o 0
0 100 200 300

Depth




image34.png
Culumative depth(%)

sample_16 Depth distribution

100° 08— depth
—— cumulative depth
80
06 _
8
601 =
04 5
3
40 g
ic
0.2
201
o o
o 100 200 300

Depth




image35.png
Culumative depth(%)

sample_17 Depth distribution

0.7
100° —— depth
06— cumulative depth
80"
05
8
607 04 %
B
03 3
40 g
02 &
20
0.1
o o
o 100 200 300

Depth




image36.png
Culumative depth(%)

sample_18 Depth distribution

1001 07— depth
~—— cumulative depth
0
-
as
8
w 04 5
g
0 2
ol 05 3
02 *
2]
01
o o
b 100 2b0 abo

Depth




image1.png
Base Quality and Error Rate Distribution Plot(sample_3_Data_L1)
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Base Quality and Error Rate Distribution Plot(sample_4_Data_L1)
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Base Quality and Error Rate Distribution Plot(sample_5_Data_L1)
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Base Quality and Error Rate Distribution Plot(sample_6_Data_L1)
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Base Quality and Error Rate Distribution Plot(sample_7_Data_L1)
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