[bookmark: _Hlk165814057]Supplementary File 5: Discovered mutations in Exome regions as viewed in Integrated genome viewer. Mapping done with GRCh37- hg19
	Gene
	Non responders
	Excellent responders

	NPNT
	[image: Screen Clipping]
	[image: A screenshot of a computer

Description automatically generated]

	BMP3
	[image: Screen Clipping]
	[image: A screenshot of a graph

Description automatically generated]

	CHD4
	[image: Screen Clipping]
	[image: Screen Clipping]

	MAPK4
	[image: Screen Clipping]
	[image: Screen Clipping]

	TAF1C
	[image: Screen Clipping]
	[image: Screen Clipping]

	INPP5D
	[image: Screen Clipping]
	[image: Screen Clipping]

	ACP1
	[image: Screen Clipping]
	[image: Screen Clipping]

	LGR6
	[image: Screen Clipping]
	[image: Screen Clipping]

	HHAT
	[image: Screen Clipping]
	[image: Screen Clipping]

	CHI3L1
	[image: Screen Clipping]
	[image: Screen Clipping]

	KHNYN
	[image: Screen Clipping]
	[image: Screen Clipping]

	ZNF208
	[image: Screen Clipping]
	[image: Screen Clipping]

	MYH15
	[image: Screen Clipping]
	[image: Screen Clipping]

	RESF1
	[image: Screen Clipping]
	[image: Screen Clipping]

	BIRC2
	[image: Screen Clipping]
	[image: Screen Clipping]

	PM20D1
	[image: Screen Clipping]
	[image: Screen Clipping]

	CCDC18
	[image: Screen Clipping]
	[image: Screen Clipping]

	LOC101929058
	[image: Screen Clipping]
	[image: Screen Clipping]

	CXCR4;THSD7B
	[image: Screen Clipping]
	[image: Screen Clipping]

	SERPINA13P
	[image: Screen Clipping]
	[image: Screen Clipping]

	SNHG14
	[image: Screen Clipping]
	[image: Screen Clipping]

	NONE;CHEK2P2
	[image: Screen Clipping]
	[image: Screen Clipping]

	ACSM2B;ACSM1
	[image: Screen Clipping]
	[image: Screen Clipping]

	
	[image: Screen Clipping]
	[image: Screen Clipping]





image7.png
Human (GRCh37/hg15) o v v 190, 12448, 191,122 o ft « » @O x 2 | (=
— o —— T— I—
BT Tz i P wz izt (=3 azs T w2 Tt I
Lo 1,000 bp
s 005 s s0z05 s 0805 s s0s05 PrEr sz s 00t sz =
1 i i 1 i i 1 i 1 i 1 i i 1
o

sample.8 final bam Coverage

NR1 -
om
sample-12.final bam Coverage
| — BT
nRz i T
i
&0
sample-15 final bam Coverage
L
©
NRa | ' —
————
g
sample-17 final bam Coverage
T '
NR4 i
i i
b
sample20 final bam Coverage
NRs '
b
sample21 final bam Coverage
— T

NRe

R R R ————————
Refseq Genes
MAPK4





image8.png




image9.png
) B s B - T
=S P2 LIz piz3 2z izt iz Tkl [iEs T a2

[ 145bp

4213000 2134000 Ba213.40 00 84213005 aa213.0 0
i L i L i L i L i

L

=

=
ample-12.final bam Coverage
"2

=]
ample-15 final bam Coverage
"2

&
ample-17 final bam Coverage
Ra

=]
ample.20 final bam Coverage
"5

b

ample:21.final bam Coverage

"o

Sequence -

tefseq Genes





image10.png




image11.png
B2 p243 pIE3 9223 BT pIe2 BT PR3 BI2 PIIZ T Q21 413 a2 QLT @20 31 240 @243

¥

77800

2590300 bp 2590400 bp 2590500 bp 2590500 bp 2590700 bp 233380,
L i L i L i L I L i L 1

NR1

sample-12 final bam Coverage

nRz

sample-15 final bam Coverage

nRa

sample-17 final bam Coverage

NR4

sample 20 final bam Coverage

NRs

sample21.fina bam Coverage

NRe

=

Sequence -

Refseq Genes

!

INPPSD




image12.png
D2 p243 PZR3 p22.5 PETpiG2 RIS BIE3 BI2 BITZ

2590580 bp 2590550 bp

ert

er2

era

era

ers

er7

ere

ero

er1

eri2

eriz

Sequence -

Refseq Genes

NPPED





image13.png
o M 5 D s N
B2 p243 pIE3 9223 BT pie2  pIS pIE3 B2 pUIZ T @2l a3 a2 @1 @

[ 98bp
mas0bp mambp manbe manbe maznbe
L I I I I L I
=
sample.8 final bam Coverage
NR1 =
=
sample-12.final bam Coverage
nRz =
=
sample-15 final bam Coverage
nRa
=
sample-17 final bam Coverage
NR4
T
T
NRS ~
T
[T
sample21 final bam Coverage
NRe —
Sequence = [TTTTGTGTTTCAGTGGGTCATTGACAGCGGTGCTGTTTCTGACTGGAACGTGGGCC

AcP1

Refseq Genes




image14.png




image15.png
DIA3 I3 2 BIZ3 p3N3 o B3LD pIE3 p2l3 T3 pi2

2267 740 2267 750 b0 2267 760 b E
L i L i L i L

sample.8 final bam Coverage

NR1

sample-12.final bam Coverage

sample-15 final bam Coverage

nRa

sample-17 final bam Coverage

NR4

sample20 final bam Coverage

NRs

sample21 final bam Coverage

NRe

Sequence -

Refseq Genes

Lors




image16.png




image17.png
re B

P63 pAT pE3 P2 g3 p313 gl B3 g3 piE3  piz el q
[ 50bp
205778800 05778500 21057730
L I I i
&=
sample.5 final bam Coverage
NR1 —
sample-12.final bam Coverage. .
A
NR2
A
&
sample-15 final bam Coverage u
A
NRa —
=
sample-17 final bam Coverage
NR4 — — =
&
sample-20.final bam Coverage |
NRS ‘
=
sample-21 final bam Coverage |
NRo
Sequence -

Refseq Genes





image18.png
e I
BEIT pIAT P32 g3 p313 g3l B3 23 pTE3  piz il 2 WL @2 @47 @52 i

[ 50bp

207787080 205778800 05778500
L L I L I L I L

e O O e T e e A A
-

er2

P —— T T T

ER3 e
S G
ERS. L
B ——————

o =
ERT. =
ERS. e
o

o o
ER11 e
ER12 r-a
ED

Sequence -

Refseq Genes





image19.png
PI6I1 pIAT pIS3 P2 pIE3  p3L3 gl PZE3 P23 pTE3 2

A ez @ w2 weT a2 sk

[ 200bp

Mo Mas2760p M152780 b M1s2800 b maszan o maszambp 5280 bp M58 bp
L L i L i L i L I L I L I L I L I

sample20 final bam Coverage

nRs

_ -

NR1 _ - - - _
=]

sample-12.final bam Coverage

nRz = E—
=]

sample-15 final bam Coverage

)
b\

sample-17 final bam Coverage

NR4 = = —
=

sample21 final bam Coverage

nRe

Sequence

Refseq Genes

oHiaLY




image20.png
e IS I -
3631 A ez @ w2 weT a2 .

CiEmmrl

BZ3 p313 s PR

[ZERNEES

12

41bp
M550 bp M1s2800 b w52,

| i | i | i
e —————

obp

ere

ero

"

Er10

Er1

eri2

eriz

Refseq Genes

>
>
>
>
o)
o)
o)
o)
o)
o)
o)
>

cHaL)




image21.png
NR1

sample-12 final bam Coverage

nRz

sample-15 final bam Coverage

NRa

sample-17 final bam Coverage

sample 20 final bam Coverage

nRs

Sequence TGTGGAGAAGGAGGGAGGGAAACAGGGTGGTCCCAGGGAGATGGAT
K F 6 o ko 6 G PR __E__ N 0D

Refseq Genes





image22.png
245012500
i

g





image23.png
I e —eesatl
D] Wz e ey IO a3
e 75700
253306 253306 2506 22155100,
1 I I i i
=
sample inatbam Coverage
1 ——
=
sample 12 fnal bam Goverage
ez
————
=
sample 15 fnal bam Goverage
" I
wan
sample17.fnalbam Goverage
—
=
sample20.fna bam Goverage
s
B

sample-21 final bam Coverage

NRo

Sequence -

Refseq Genes

2nF208




image24.png
255000

24553000





image25.png
P23 PIZT qlLT W21 @02 qi33T LT @221 @ a4 a2z azel

DI P21 D2 p23 pEE2  B2LIT pI43 pidd
[ 41bp
108,169,610 bp 108,169,520 bp 108,169,530 bp 108,169 50
| | | |
bm
sample.8 final bam Coverage
T
NR1
b
sample-12.final bam Coverage
nRz
T
]
sample-15 final bam Coverage
)
)
sample-17 final bam Coverage
NR4
B
sample20 final bam Coverage
nRs
b=
sample21 final bam Coverage
nRe
Sequence -

Refseq Genes

MyH1S





image26.png
108,169,530 bp

108,169,610 bp





image27.png
B L EEESEESEE SRS NS N N e )
B3SZ pis2 23 pizd pit22 pil Wiz aTEAl e il s a2l w31 g2133 Wl a3 @i waz

[ 41bp
23506 2A3s0bn 230 2Ly
I I I I
=)
sample finalbam Coverage
NR1
=3

sample-12 final bam Coverage

nRz
=1
sample-15 final bam Coverage
)
sample-17 fial bam Coverage
NR4
=1

sample 20 final bam Coverage

nRs

sample21.final bam Coverage

NRe

Sequence -

Refseq Genes

RESF1





image28.png
230
I





image29.png
T I - 1 [T
P14 PSS PIST pi43 plad pi3 2 PITZ piLIl qi2.0 q12.3 qi32  af al4, a2t 2.3 a23. az3
- o
i i i i
NR2 u
i
T
!
i
T
;
S S S S I N S S S

Refseq Genes
BiRC2





image30.png
102.248.380 bp

102.248.360 b





image31.png
P63 pia3 3

CiEETE]

B313 st

PZ3 213

N o o e e T —

s sr2880bp
I

812850 bp
I

2812500 b
I

100bp

58129100

ssr252 b
I

2812530 bp
I

251290 bp
I

205,612,950 bp
I

s sr2870 b0
L I L
)
sample.8 final bam Coverage
NR1
)

sample-12.final bam Coverage

nRz

sample-15 final bam Coverage

-

Refseq Genes

f—





image32.png
2812500 b 58129100





image33.png
T I T T I T [ I I [ -

ey BN B .|
BEIT pIAT pI3 P2 g3 p313 g3l B3 L3 pTE3  piz el @2 W @2 @47 @52 i

[ 41bp
53508400 b, 35884100 S350 4200
i i i
sample.8 final bam Coverage
A
sample final bam
=
sample-12.final bam Coverage
sample12 final bam
=

sample-15 final bam Coverage

sample-15 final bam

=
sample-17 final bam Coverage
sample17 final bam
sample20 final bam Coverage
sample20 final bam

=0

sample21 final bam Coverage

Sequence -

Refseq Genes

coocts




image34.png
41bp
53508400 b, 35884100 S350 4200

P




image35.png
103.558.200 b

sample.8 final bam Coverage

sample final bam

sample-12.final bam Coverage

sample12 final bam

sample-15 final bam Coverage

sample-15 final bam

sample-17 final bam Coverage

sample17 final bam

sample20 final bam Coverage

sample20 final bam

sample21 final bam Coverage

Refseq Genes





image36.png
103.558.220 b 103,558,220 bp 103.558.200 b





image1.png
Human (GRCh37/hg 1)

o |ars < e 106,859,407-106,855,712 o £ <

I
B6Z pIS3E pISZ pisd piE P2 ail

s Wil @is o e22

[ 306 bp

106,859,500 b 106,859,500 bp
L I L |

sample8 fina bam Coverage

NR1

sample.12 inal bam Coverage

nR2

sample-15 final bam Coverage

nRz

sample17 inal bam Coverage

NRa

sample:20 inal bam Coverage

NRs

sample:21 final bam Coverage

O o oo
e e e L





image37.png
ey B - N B e M
B2 p243 pIE3 p22.3 BT pIe2 pTS pIE3  pI2 pITZ T Q2T 3 42 @0 6220 @30 @40 @243 @12

[ 41bp

137,067 430 bp 137,067 140 b 137,067 450 bp E
L i L i L

sample.8 final bam Coverage

sample-8 final bam

=
sample-12.final bam Coverage
sample12 final bam

B
sample-15 final bam Coverage
sample-15 final bam

K]
sample-17 final bam Coverage
sample17 final bam

=
sample20 final bam Coverage
sample20 final bam

&=

sample21 final bam Coverage

sample21 final bam

Sequence -

Refseq Genes





image38.png
B NN B . m—"
B2 p243 pIE3 p22.3 BT pie2  pTS pIE3  BI2 pITZ T Q21 3 a2 @7 020 @31 @40 @243 4

41bp
137,067 430 bp 137,067 140 b 137,067 450 bp

er7

ere

ero

ER10

er1t

eri2

eriz

ER1a

Refseq Genes





image39.png
I E— e EE— B NN NN -
DR P2 iz iz T Wl Wiz a2 wZZ a2 (2R B 7 R % B

[ 41bp

5540750 by s5.A07.570 b 5540780 bp
L I I I

=]
sample.8 final bam Coverage

sample-8 final bam

=
sample-12.final bam Coverage
sample12 final bam
=]
sample-15 final bam Coverage -
T
sample15 finalbam
g T
=]
sample-17 final bam Coverage
sample17 final bam
=

sample20 final bam Coverage

sample20 final bam

sample21 final bam

Sequence
Refseq Oenes

13 racks loaded





image40.png
 ——— —  mmem

DR P2 Bl

[iEs

iz

(R e

T
(X

[z

w33

we2

[ZE]

5540750 by

s5.A07.570 b

41bp

5540780 bp

ers

ere

er7

ere

ero

ER10

er1t

eri2

eriz

ER1a

Refseq Genes

SERPINATIP





image41.png
w3

5219508 2195008 2952000
i i i

sample.8 final bam Coverage

sample-8 final bam

sample-12.final bam Coverage

sample12 final bam

sample-15 final bam Coverage

sample-15 final bam

sample-17 final bam Coverage

sample17 final bam

sample20 final bam Coverage

sample20 final bam

sample21 final bam Coverage

Refseq Genes





image42.png
I

|

[sample 7 final bam Coverage |

(B

samplet1.finslbam Coverage I
sample-13.inslbam Coverage |

n

samplet4nstbam coveage |

<ample-10.finslbam Coverage I

sampletnstbam coveage |

B





image43.png
T T o L EENEE SN S S —
iR Bz pila ae a1l @iz s a2z @23l a8 @
41bp
255000 258000 25000

sample.8 final bam Coverage

sample-12.final bam Coverage

sample-15 final bam Coverage

sample-15 final bam

sample-17 final bam Coverage

sample17 final bam

sample20 final bam Coverage

sample20 final bam

sample21 final bam Coverage

sample21 final bam

Sequence -

Refseq Genes.





image44.png
255000 258000 25000

I





image45.png
5 s N s N T T T
=] P2 BILIZ . piz3 ¢ piZZ it Pz il iz T B a2t
[ 41bp
50520005 50525005 50528005
i L i L i

-

sample.8 final bam Coverage

sample-8 final bam

sample-12.final bam Coverage

sample12 final bam

=]

sample-15 final bam Coverage

sample-15 final bam

sample-17 final bam Coverage

sample17 final bam

sample20 final bam Coverage

sample20 final bam

sample21 final bam Coverage

Sequence -

Refseq Genes





image46.png
50528005
i

50525005
i

50520005
i

finslbam Coversge

sample-d.




image2.png
LI I

T T Iirr]
(NN NN

LTI PP PITTITTT

[TTTTTT
TTTTTTT
[TITTTT
[TTTTTT

[T

[T

LT T 1T T

LTI TP TP TP ITTITTT
[N
LTI TP PP T TIoTT
T T T ITT

LIT TP PP ITTT

[

T B O O P
[T

LI

—





image47.png
M B s - T
=S P2 P2 piz3 ¢ pizZ pizd iz Tkl [iEs T a2 w2t

[ 41bp

555,400 555,450 0555450 b5
i L i L i L

-

sample.8 final bam Coverage

sample-8 final bam

sample-12.final bam Coverage

sample12 final bam

sample-15 final bam Coverage

sample-15 final bam

sample-17 final bam Coverage

sample17 final bam

sample20 final bam Coverage

sample20 final bam

sample21 final bam Coverage

Sequence -

Refseq Genes




image48.png
s
=S P32 P2

123

2T iz

xS

1Kl

[iEs

[zl

a2

w2t

555,400
i

555,450
i

41bp

0555450 b5
i

sample-3 final bam Coverage

sample-4 final bam

sample.8 final bam Coverage

T —
sample-d final bam

sample-10 final bam A —
sample-11 final bam —
sample-13 final bam A —

sample-14 inal bam

Refseq Genes

JE—— n —

JE—— n —

cample 10 nabam Soverage

[ H -

Senee ¢ ARG oGcCCT CG T ATARALCR Tc T Tt T¢c T




image3.png
Human (GRCh37/hg 1)

| dra < levass966,862:91,967,472 o B o« > D

I —
2 pIs3T pISZ pisd pie iz all A @i @is o e22

[ 612bp

1,356,300 by #1.367.000 b 136700 b
i L I L I L

i1

ample-12.final bam Coverage

iRz

ample-16 final bam Coverage

iR

ample-17.final bam Coverage

iRa

ample-20.final bam Coverage

RS

ample-21.final bam Coverage

ke





image4.png
TP T PP P PP PP PP PP

CO | | | [ (TP P T PP

CON | | [P P PP PP PP
O [ [ [ [ [ [ [[[[TTTTTTTTTTTTTTTTTTTTTT0]




image5.png
[pees [prey a0
i i i

sample8 fina bam Coverage

sample.8 final bam

sample.12 inal bam Coverage

sample.12 inal bam

sample-15 final bam Coverage

sample.15 final bam

sample17 inal bam Coverage

sample17 final bam

sample:20 inal bam Coverage

sample20 inal bam

sample:21 final bam Coverage

sample21 final bam





image6.png
[ [T TTT T T T T T ITITTT]
[ [ LT T T T I T T T IITTT]

15 e Y I
i

[ [T T T T T T T T T T TT I T T TITId
\

\

I LT T TTTTT

LT

[T T T T T TTT

\

\

1T

I L





