motif width sites Logo consensus sequence e-value

1 29 30 imﬂz IAA%STALFQN EC A Fgégc m QGYGTNTAALSTALFNNGLSCGACYZIRC 1. 5e-408
2 26 20 il\v/ VSFBRVQCJ(K (1 R TING = GTVPVSYRRVPCKKKGG TRFTTNGHS 4. 10-305
3 37 18 VTATNECPPNYALPSBNGGWONPPRQHFDLAQPAFLK 9. 0e-429
4 41 29 TKGSRTGWMPMSRNWGQNWQSNAYLNGQSLSFKVITSDGRT 2. 10-471
5 29 24 GWASAHATFYGGGDASGTMGGACGYGNLY 1. 5e-329
6 21 30 TSYNVAPSNWQFGQTYESGQR 1. 4e-193
7 15 23 . EELVL\I/ENVA al D YFNLVLITNVGGAGD 1. le-152
8 32 9 E%”E’V*ZAQME»%I.ET% | ﬂ@ | EFERLCEW% FMALARPGMAPQLMNLGTVDTEYKRTPCEYPG 1. 7e-076
9 19 7 NLMQVE%S%E ENL i EFOQ ng ﬁvgyégv@ﬁngéRéA NLTVKVEESSQKPSNLATLTLYQGGQTDTLAVDVAQVGSSDWKYMIRSY 1. 9e—096

10 11 18 ED gWCI_ (1= 1 v DPRWCLPGSIV 6. 7e—054




