
Supplementary Table 1. Follow-up outcomes for baseline HPV-positive patients (n, %) and proportion involving high-risk HPV genotypes (n, %)

	Follow-up outcome among baseline HPV-positive patients
	Total n (%)
	High-risk HPV involved n (%)

	Co-infection with additional genotypes
(original genotypes still detected)
	136(58.37%)
	106(77.94%)

	Complete genotype replacement
(original genotypes cleared, new genotypes detected)
	97(41.63%)
	85(87.63%)




Figure S1. Newly detected HPV genotypes at second screening. The stacked bars show the number of cases for each genotype, divided into co-infection (new genotypes added while baseline types were retained) and complete genotype replacement (baseline types cleared, only new genotypes detected). 
