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Table S1a Baseline of local CRC patients

	Characteristics
	Group1
	Group2
	P value

	n
	56
	44
	

	Age, mean ± sd
	64.375 ± 9.509
	64.705 ± 11.272
	0.874

	Sex, n (%)
	
	
	0.897

	female
	26 (26%)
	21 (21%)
	

	male
	30 (30%)
	23 (23%)
	

	DHCR7, n (%)
	
	
	< 0.001

	Low expression
	36 (36%)
	7 (7%)
	

	High expression
	20 (20%)
	37 (37%)
	

	T, n (%)
	
	
	0.712

	T3
	26 (26%)
	23 (23%)
	

	T2
	23 (23%)
	18 (18%)
	

	T1
	1 (1%)
	0 (0%)
	

	T4
	6 (6%)
	3 (3%)
	

	N, n (%)
	
	
	< 0.001

	N0
	54 (54%)
	30 (30%)
	

	N2
	2 (2%)
	7 (7%)
	

	N1
	0 (0%)
	7 (7%)
	

	M, n (%)
	
	
	0.671

	M0
	51 (51%)
	38 (38%)
	

	M1
	5 (5%)
	6 (6%)
	


Table S1b Baseline of HColA180Su21 microarray patients
	variables
	low
	high
	total
	P value
	R value

	sex
	
	
	
	0.48
	-0.096

	male
	11
	35
	46
	
	

	female
	14
	29
	43
	
	

	age
	
	
	
	0.341
	-0.0116

	≤65
	10
	35
	45
	
	

	＞65
	14
	29
	43
	
	

	Tumor size
	
	
	
	0.226
	=0.173

	≤5.5cm
	9
	35
	44
	
	

	＞5.5cm
	13
	27
	40
	
	

	T
	
	
	
	0.347
	-0.112

	II-III
	9
	31
	40
	
	

	IV
	13
	27
	40
	
	

	N
	
	
	
	0.633
	-0.06

	NO
	14
	40
	54
	
	

	N1/N2
	11
	24
	35
	
	

	M
	
	
	
	0.617
	-0.065

	M0
	23
	61
	84
	
	

	MI
	2
	3
	5
	
	

	grade
	
	
	
	0.396
	-0.096

	II
	22
	60
	82
	
	

	III
	3
	4
	7
	
	

	TNM
	
	
	
	0.814
	-0.031

	I-II
	14
	38
	52
	
	

	III-IV
	11
	26
	37
	
	

	CD8
	
	
	
	0.098
	-0.196

	≤2%
	9
	37
	46
	
	

	＞2%
	16
	27
	43
	
	

	PD-L1
	
	
	
	O.814
	-0.046

	≤1.5
	12
	34
	46
	
	

	＞1.5
	13
	30
	43
	
	

	PD-1
	
	
	
	1
	0.02

	≤2%
	15
	37
	52
	
	

	＞2%
	10
	27
	37
	
	

	BRAF_V600E_mutation
	
	
	
	0.482
	-0.08

	Wild-type
	21
	56
	77
	
	

	BRAF_V600E_mut
	1
	1
	2
	
	

	KRAS_mutation
	
	
	
	0.43
	0.103

	Wild-type
	17
	38
	55
	
	

	Condons_12_mut/Condons_13_mut
	5
	19
	24
	
	

	NRAS_mutation_Q61RL.H.K
	
	
	
	1
	0.015

	Wild-type
	21
	54
	75
	
	

	Q61H-mut/Q61R-mut/Q61K-mut
	1
	3
	4
	
	


Table S1c Cox regression analysis of microarray patients
	
	Univariate anaiysis(95%CI)
	Multivariate anaiysis(95%CI)

	variables
	HR
	lower limit
	upper limit
	P value
	HR
	Lower-bound
	upper-bound
	P value

	expression
	0.535
	0.253
	1.134
	0.103
	
	
	
	

	sex
	0.894
	0.43
	1.859
	0.764
	
	
	
	

	age
	0.675
	0.322
	1.414
	0.298
	
	
	
	

	Tumor_size
	0.888
	0.411
	1.92
	0.762
	
	
	
	

	T
	3.189
	1.36
	7.478
	0.00766
	2.57
	1.04
	6.38
	0.0415

	M
	3.116
	0.939
	10.339
	0.0632
	
	
	
	

	grade
	1.445
	0.437
	4.777
	0.546
	
	
	
	

	TNM
	3.412
	1.582
	7.361
	0.00175
	2.2
	0.95
	5.06
	0.0643

	CD8
	0.621
	0.293
	1.316
	0.214
	
	
	
	

	PD-L1
	0.624
	0.295
	1.322
	0.218
	
	
	
	

	PD-1
	0.39
	0.166
	0.912
	0.0299
	0.42
	0.18
	1.01
	0.0535

	BRAF_V600E_mutation
	2.55
	0.342
	19.019
	0.361
	
	
	
	

	KRAS_mutation
	0.63
	0.232
	1.708
	0.364
	
	
	
	

	NRAS_mutation_Q61RL.H.K
	2.125
	0.496
	9.109
	0.31
	
	
	
	


