The performance of the RBI algorithms compared to the existing algorithms in predicting the production
rate of Indole for E. coli TF-knockout mutants

TF KO Actual RBI-T1 RBI-T2 RBI-T3 PROM TRFBA TRIMER
Fnr 0.043 0.065 0.065 0.056 0.022 0.010 0.022
SOxS 0.039 0.064 0.062 0.069 0.037 0.010 0.036
Crp 0.040 0.065 0.064 0.074 0.000 0.010 0.019
lysR 0.040 0.064 0.062 0.069 0.037 0.010 0.037
fucR 0.039 0.064 0.062 0.069 0.040 0.010 0.040
Mali 0.040 0.064 0.062 0.069 0.040 0.010 0.040
phoB 0.039 0.065 0.062 0.069 0.040 0.010 0.040
cpxR 0.039 0.064 0.062 0.069 0.040 0.010 0.040
tnaA 0.038 0.064 0.062 0.069 0.040 0.010 0.040
tnaB 0.040 0.064 0.062 0.069 0.040 0.010 0.040
RMSE - 0.025 0.023 0.029 0.014 0.030 0.010
PCC - 0.499 0.808 -0.753 -0.447 0.000 -0.661
R-squared - 0.500 0.500 0.497 0.480 0.500 0.457
Bias - 0.025 0.023 0.029 -0.006 -0.030 -0.004

Note: The unit utilized is mmol/gDCW/hr. Glucose and oxygen uptake rates used are 8.5 and 14.6
mmol/gDCW /hr, respectively (Niu et al., 2021]).
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