Table S3. Sequences of primers used for quantitative reverse transcription polymerase chain reaction analysis.
	Name
	Sequence (5’ -> 3’)
	Amplicon size (bp)
	Efficiency (%)
	R2
	Cq variation at lower limit (CV%)

	St-THIC fwd1
	GCGGTGAGATCTACTTGCCA
	135
	111
	0.9724
	1.95

	St-THIC rev1
	TCCTACTACCGCCTCCTTGA
	
	
	
	

	St-IS fwd1
	AAGGAGGCGGTAGTAGGAGC
	89
	94
	0.9990
	2.30

	St-IS rev2
	CCCGTTCAGGTTCAAAGGGA
	
	
	
	

	St-IR fwd2
	AGTGATCACAGCTCCATCGG
	116
	95
	0.9614
	5.74

	St-IR rev2
	TGAACAAGGCTGTTGTCTCAGT
	
	
	
	

	St-THI1 fwd1
	AACCCTGATGTTCAGGTGGC
	159
	85
	0.9981
	1.16

	St-THI1 rev1
	CACGTAGTGGTCTTGCTCGT
	
	
	
	

	18S fwd
	GGGCATTCGTATTTCATAGTCAGAG
	101
	112
	0.9641
	1.24

	18S rev
	CGGTTCTTGATTAtTGAAAACATCCT
	
	
	
	



