[image: A green line graph with numbers

AI-generated content may be incorrect.][image: A graph of a person's body

AI-generated content may be incorrect.][image: A graph of a person's body

AI-generated content may be incorrect.][image: A graph of a graph

AI-generated content may be incorrect.]AA2AA
SA2AA
BG3BA
Solvent Blank

Supplementary E: Total ion chromatograms acquired from the LC-MS/MS analysis of solvent blank, AA2AA, SA2AA, and BG3BA
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